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“apping enzyme 
structure in T. brucei, 4612 
CAR protein 
heterodimer with RXR in PB-inducible 
transcription, 5652 
Carbamoylphosphate synthetase | 
GRE activation by GR, C/EBP, HNF3, 
and PKA, 6305 
Carbon 
role in hexokinase PII phosphorylation in 
yeast, 2940 
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Carboxy terminus 
RNA binding domain effect on PAP pro- 
cessivity, 5942 
Carboxy-terminal domain 
role in Hsc70-cofactor interaction, 2023 
Carboxy-terminal domain kinase 
activity of human cyclin K, 4291 
Carboxy-terminal domain kinase CTDK-I 
relationship with Ssn6-Tup! and Srb10- 
Srb11 kinase, 1163 
Carcinoma-associated antigen 
DF3/MUC1 interaction with GSKB. 7216 
Cardiac tissue 
Csx/Nkx2.5 association with GATA4, 3120 
early gene expression regulated by 
GATA-4 and Nkx-2.5, 3405 
a-MHC gene expression, 7243 
myocyte Pol II phosphorylation and hy- 
pertrophy, 6729 
Cardiac troponin 1 
muscle-specific splicing enhancer, 4519 
Cardiomyocyte 
hypertrophy influenced by JNK and p38, 
3518 
Caspase 
role in cell death pathway, 2912 
Caspase 3 
proteolytic cleavage of eIF4G during apo- 
ptosis, 05 
Catalytic domain 
role in PTPS and PTPo binding, 2608 
Catalytic subunit 
mouse DNA polymerase a 
B-Catenin 
association with LEF-1, 4807 
induction by Wnt-I in Rat-1 fibroblasts, 
2474 
interaction with Axil, 2867 
interaction with GSK3B, 7216 
protein 
lack of heterodimerization with Osf2 
Cbfal, 4197 
c-Cbl protein 
binding by CAP in insulin receptor signal- 
ing. 872 
deficiency in mice, 4872 
CCAAT box transcription factor 
control of GATA-2 expression, 5557 
CCN protein 
rCop-! downregulation by cell transfor- 
mation, 6131 
CCT protein 
role in cyclin E maturation, 7584 
CD2 domain 
regulation of integrin adhesion and PI 
3-K activation, 529] 
CD4 gene 
silencing by HES-1, 7166 
CDS protein 
signaling via PI 3-kinase, Vav, and Rac}, 
1725 
CD28 receptor 
initiation of NF-«B regulation of IL-2 ex- 
pression, 3140 
CD40L protein 
initiation of immunoglobulin switching, 


CD43 protein 
Sp1-activated transcription, 5492 
CD44 gene 
alternative splicing affected by intron 
length, 5930 
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CD437 (AHPN) protein 
induction of growth arrest and apoptosis, 
4719 
Cde2 protein 
Tyr phosphorylation in S. pombe replica- 
tion checkpoint, 3782 
cde2/cde28 kinase subunit Homo sapiens | 
ectopic expression effect on mitosis, 6224 
Cdc5 protein 
regulation by cell cycle, 7360 
CDC6 gene 
cell cycle-regulated expression, 6679 
CDC6/Cdcl18 protein 
association with Orcl and cyclin-cdk, 2758 
Cdel3 protein 
binding of S. cerevisiae telomeres, 5600 
CDCO2S8 gene 
new alleles with cyclin-specific defects, 
290, 
Cde28 protein 
bypass of activation loop phosphorylation, 
2923 
Cde28-Cln2 kinase 
inhibition role in G, cell cycle arrest, 3681 
Cde42 protein 
effector MRCKs, 130 
role upstream of PAK kinases, 2153 
signaling and transforming activities, 4689 
cdk7 kinase 
association with TFITH and repression at 
mitosis, 1467 
Cdk-activating kinase 
activity of human cyclin K, 4291 
cDNA 
human U3 snoRNP-associated 55-kDa 
protein, 488 
C/EBP protein 
activation of CPS gene hormone response 
unit, 6305 
C/EBP-« protein 
association with AML-1I-ETO, 322 
induction of granulocytic development, 
4301 
role in neonatal acute-phase response, 
7269 
synergy with AMLI, 3915 
C/EBP® protein 
interaction with c-Jun and TNFa gene 
regulation role, 2815 
interaction with TIFIB to induce al-acid 
glycoprotein, 5880 
C/EBPS protein 
IL-6-specific activation in hepatocytes, 
2108 
CED-4 protein 
interaction with EIB 19K and role in apo- 
ptosis, 6052 
Cell adhesion 
involvement of Fer, 5762 
modulation by ERK, 3257 
Cell cycle 
acceleration in p107-deficient mice, 7455 
alteration by mutant p53 via CKsHs1, 6224 
arrest absence in structural p53 mutants, 
3692 


checkpoint control by pontbe rad12° , 
2721 


control by DMPI and D cyclins, 1590 

cooperation of cyclin C and ¢-Mye in he- 
matopoiesis, 3445 

entry induction by Fos, 5609 

entry promoted by PI 3-kinase activation, 
5699 


farnesyltransferase inhibitor-mediated al- 
terations, 85 
G, arrest requirement for Far! phosphor- 
ylation, 3681 
Ras signaling role in anchorage-indepen- 
dent growth, 2586 
reentry influenced by c-Myc or cyclin D1, 
4499 
regulation by ARF gene promoter, 6457 
regulation link with mitogenic signaling, 
7487 
regulation of HEF! processing, 3540 
regulation of mammalian CDC6 expres- 
sion, 6679 
regulation of MOBI, 2100 
regulation of related genes by pRb, 4565 
regulation of S. cerevisiae Cdc5, 7360 
role in gene amplification in p53-deficient 
cells, 3089 
role of Ku antigen in G, and M phases, 
5797 
role of Tax, cyclin D-cdk, and p110Rb in 
progression, 3620 
role of TFUA-TBP association in progres- 
sion, 2559 
Cell death 
effects of IFN-RA combination, 6493 
Cell death pathway 
roles of Bcl-2, caspase, and CDKs, 2912 
Cell division 
reinitiation in senescent human fibro- 
blasts, 1611 
Cell growth 
interference by deregulation of poly(A) 
polymerase, 5010 
Cell migration 
role of RhoE, 4761 
Cell proliferation 
promotion by STATS mutant, 3871 
Cell size 
regulation by glucose via CLN/ repres- 
sion, 2492 
Cell spreading 
role of Rho and v-Crk, 3044 
Cell transformation 
downregulation of rCop-1, 6131 
Centromere 
association with anaphase-promoting com- 
plex subunit, 468 
structure in N. crassa chromosome VII, 
5465 
Ceramide 
regulation of insulin-stimulated effects, 
5457 
Chaperone 
cofactor interaction with Hsc70 CTD, 
2023 
interactions with mutant p53 altered by 
geldanamycin, 1517 
Chaperonin 
CCT role in cyclin E maturation, 7584 
Charge 
role in precursor protein import into mi- 
tochondria, 3173 
Checkpoint control 
role of Rfe5 and Rad?24 in S. cerevisiae, 
5485 
Checkpoint function 
requirement after EcoRI cleavage of 
DNA in yeast, 1891 
Chemoattractant 
stimulation of neutrophils, 7130 
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Chestnut blight 
viral repression of causative agent C. 
parasitica, 953 
Chicken 
poly(A)-driven B''-globin gene transcrip- 
tion termination, 276 
Chlamydomonas reinhardtii 
fluctuations in DNA topology in chloro- 
plasts, 7235 
mRNA translation in chloroplasts, 4605 
al-tubulin mRNA decay, 1498 
Chloroplast 
fluctuations in DNA topology, 7235 
mRNA translation in C. reinhardtii, 4005 
CHO cell 
DHER origin mapping, 39 
mutant complementation of PEX/]2, 4324 
PEXS mutants, 388 
CHO-KI cell 
PKC 56 subspecies translocation and acti- 
vation, 5263 
Chromatin 
association with HIV-1 promoter, 2535 
boundary element classification, 7478 
folding disruption by core histone acetyla- 
tion, 4629 
Gal4-mediated remodeling and role of 
nucleosomes, 1201 
HMG-1/2 interaction with steroid hor- 
mone receptors, 4471 
modulation and transcription activation 
and Pho4, 5818 
mutational suppression of Gen5 defect in 
yeast, 1049 
need for the NMD pathway, 6121 
reinitiation rate increase by HSF, 361 
remodeling activation of fushi tarazu tran- 
scription, 2455 
remodeling role in mating-type silencing, 
5511 
repression by Sin3-Rpd3 complex, 5121 
structure architecturally determined by 
histone H1, 3668 
structure in human sperm B-globin gene, 
3350 
structure maintenance and LCR, 5992 
structure modifications by human RNA- 


structure of S. cerevisiae HMLa, 5392 
structure role in TFIIIA gene transcrip- 
tion, 3811 
TCR Ea, 3223 
‘hromatin assembly factor | 
role in position-dependent gene silencing, 
4793 
synergy with histone regulatory proteins, 
4783 
Chromatin binding protein 
UV-DDB role in XP-E DNA repair de- 
fect, 3182 
Chromosome 
DNA replication in S. cerevisiae, 1296, 
6102 
integration of U2 snRNA gene large tan- 
dem arrays, 2262 
position effects in Drosophila transgene 
expression, 2382 
role of context in trypanosome metacyclic 
VSG activity, 1137 
role of telomerase in healing, 919 
Chromosome VII 
centromere region in N. crassa, 5465 
distal gene cluster imprinting in mice, 3466 
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CIF150 protein 
human cofactor for TFIID-dependent ini- 
tiator function, 233 
Cip/Kip protein 
inhibitor role in G, and G, arrest, 629 
Circadian clock 
light and heat effects on Drosophila PER 
and TIM, 2004 
Circadian regulation 
Drosophila Clock homolog, 6142 
cis 
influence on nuclear import sequences, 
2524 
cis element 
positioning role in TFIIA gene transcrip- 
tion, 3811 
role in EDEN-dependent deadenylation, 
6879 
role in HSA mRNA stability regulation, 
815 
CIS gene 
promoter interaction with STATSA 
dimers, 5852 
cis-acting element 
role in regulation of TRP1 and TRP2 
promoter activities, 694 
cis-acting signal 
role in DNA methylation pattern inheri- 
tance in mice, 4149 
Cks protein 
cyclin-stimulated binding to cdk’s, 3659 
Class II transactivator 
interaction with CBP, 6777 
Clathrin 
mediation of endocytosis, 3862 
: Cleavage 
coupling in V(D)J recombination, 4679 
CLNI gene 
transcriptional regulation by glucose, 2492 
Cin3 protein 
associated activity regulation by mating 
factor pathway, 433 
Clock gene 
Drosophila homolog, 6142 
Clone 1.9.2 
mouse a-NAC homolog role in transcrip- 
tion, 1303 
gene 
suppression of cyclophilin 40 mutations, 
7344 
Cns1 protein 
restoration of cyclophilin 40-dependent 
functions, 7353 
Coding end 
DNA breaks in V(D)J recombination, 
2029 
Collagen 
al(1) gene expression and intron I, 3368 
stressed matrices contracted by human 
fibroblasts, 2659 
Colony-stimulating factor I/c-fms protein 
signal effects on p42, p44, and ets-2, 5148 
Commitment complex 
role of Prp39p and Prp42p in formation, 
353 
: Commitment phase 
component of physiological cell death 
pathway, 2912 
q Common B subunit 
H tyrosine role in GM-CSF signaling, 742 
COPII-coated structure 
protein transport arrest by okadaic acid, 
1125 


Copper 
uptake and detoxification genes in S. cer- 
evisiae, 2514 
Core binding factor 
activity in B cells and binding to ETS, 
1322 
Core binding factor a2 
sequestration by CBFB-SMMHC, 7432 
Core binding factor B 
interaction with SMMHC and CBFa2, 
7432 
Core histone 
interaction with HIRA and HIRIP3, 5546 
Corepressor 
interactions with nuclear hormone recep- 
tors, 5724 
Cortactin 
complex with actomyosin II disrupted by 
Ras/Rac, 3829 
SH3 domain binding by CortBP1, 5838 
CortBP1 protein 
binding of cortactin SH3 domain, 5838 
CPEB protein 
RNA binding motifs, 685 
CpG island 
ARF cell cycle regulatory gene promoter, 
6457 
isolation of estrogen-responsive genes, 


442 


methylation inactivation of p16 in HMEC, 


1793 
origin relation to MHC class II 1-AB 
gene, 4433 
cpr7X\ gene 
S. cerevisiae, 7353 
CREB binding protein 
coactivator role in Ets-1 transactivation, 
2218 
interaction with CIITA, 6777 
interactions with HTLV-1 Tax, 2392 
recruitment to the HTLV-1 promoter by 
Tax, 721 
binding protein/p300 
DRAFI subunit, 1359 
recruitment by HTLV-1 Tax, 5052 
‘REB protein 
mediation of c-fos transcription, 967 
Ser-133 phosphorylation stimulated by 
NGF, 1946 
“REG protein 
repression of El A-stimulated genes and 
E2F activation, 5032 
v-Crk protein 
role in cell spreading and focal adhesion 
biogenesis, 3044 
‘rkl protein 
structural requirements for function, 5082 
ryphonectria parasitica 
pheromone precursor viral repression, 953 
B-Crystallin 
transcriptional repression by Pax-6, 5579 
¢-Crystallin 
lens-specific expression, 2067 
Csel protein 
role in export of importin a from the nu- 
cleus, 6805 
Csx/Nkx2.5 protein 
association with GATA4 and role in ANI 
expression, 3120 
CTDK-I protein 
relationship with Ssn6-Tup! and Srb10- 
Srb11 kinase, 1163 
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C-terminal domain 

c-fos protein, 5073 

function in RAP74 action on RNA Pol II, 
2130 

interaction with SWI-SNF complex in 
yeast Sinl, 4157 

Pol I interaction with nuclear matrix pro- 
tein, 2406 


role in p53 activation of c-myc expression, 
3735 


(CT ),(GA), sequence 
role in U2 snRNA gene chromosomal 
integration, 2262 
Cul2 protein 
role in pVHL reguiation of hypoxia-in 
ducible mRNAs, 732 
CUS2 protein 
rescue of U2 function, 5000 
Cyclic AMP 
effect on PKA, 5921 
regulation of TRP1| and TRP2 promoter 
activities, 694 
role in apoptosis via effect on PKA 
Cyclic AMP receptor 
gene regulation in D. discoideum, 5744 
Cyclic AMP-responsive element 
transcription role in p27*'"-expressing 
and other cells, 409 


3509 


Cyclic AMP-responsive enhancer 
pig uPA gene, 4698 
Cyclic GMP 
influence on Ras/MAPK pathway, 6983 
Cyclin 
binding domains in p107, 5380 
Pcl8 and Pcil0 role in Pho8S5 substrate 
specificity, 3289 
role in defects of CDC28 alleles, 290 
stimulation of Cks protein binding to 
cdk’s, 3659 
Cyclin B 
uncoupling from mitotic spindle cell cycle 
checkpoint, 6224 
Cyclin C 
cooperation with c-Myc in the hematopoi- 
etic cell cycle, 3445 
Cyclin D 
antagonism of DMP 1-mediated cell cycle 
arrest, 1590 
Cyclin D1 
activation by Fos, 5609 
promoter inhibition by E2F and Sp1, 3212 
role in cyclin E-Cdk2 activation and cell 
cycle, 4499 
Cyclin D1 kinase 
inhibition by E2F and Spl, 3212 
Cyclin D-.dk 
role in Tax dysregulation of cell cycle, 
3620 
Cyclin DI-CDK4 
regulation of exit from quiescence, 6605 
Cyclin D2 
expression during growth arrest, 3163 
Cyclin 
association with pre-mRNA splicing ma- 
chinery, 4526 
folding and role of CCT, 7584 
role in G,-S transition, 141 
Cyclin E-Cdk2 
activation by c-Myc or cyclin D1, 4499 
inhibition role in pl16’**” function, 5284 
Cyclin K 
CTD kinase and CAK activity, 4291 
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Cyclin-cdk complex 
role in inactivation of pRb, 753 
Cyclin-cdk protein 
association with CDC6/Cdc18, 2758 
Cyclin-dependent kinase 
binding to Cks proteins stimulated by cy- 
clin, 3659 
Cde28 bypass of activation loop phosphor- 
ylation, 2923 
inactivation by progestins, 1812 
new alleles of CDC28 gene, 290 
role in cell death pathway, 2912 
role in cyclin antagonism of DMPI cell 
cycle arrest, 1590 
‘yclin-dependent kinase inhibitor 
expression during myogenesis, 
2334 
p2! modulation of DNA primer recogni- 
tion complex, 4177 
Cyclophilin 40 
function in cpr7A cells, 7353 
mutation suppression by Cns1, 7344 
Cyclosporin A 
effect on Egr-3, 3744 
lymphoid cell-specific effect, 7157 
CYPIAI protein 
role in AHR activation, 525 
CYP2B gene 
PB-responsive enhancer module, 5652 
Cys,-His, zinc finger protein 
SAFs, 7327 
Cysteine 
scanning of Neu (ErbB-2), 5371 
Cysteine-rich domain 
RafCl regulatory epitopes controlling Raf 
activation, 6698 
Cytochrome c 
release and role of MPT, 6353 
role in apoptosis, 608 
Cytokine 
role in Notch inhibition of myeloid differ- 
entiation, 2324 
Cytokine receptor 
gp 130 linkage to ERK MAPK, 4109 
Cytomegalovirus 
activation of ISG expression and ISRE- 
binding complex, 3796 
Cytoplasm 
dynein IC isoforms, 6816 
HsfA2 localization in heat stress granules, 
2240 
IkBa regulation of c-Rel, 1213 
Cytoplasmic region 
role in FGFR-1 effect on neurite out- 
growth, 3762 
Cytoplasmic sequestration 
PEBP2/CBFa subunit, 4252 
Cytoplasmic tail 
regulation of Ep-CAM intercellular adhe- 
sion function, 4833 
Cytoplasmic translation 
role in nonsense-mediated TP] mRNA 
decay, 5272 
Cytoskeleton 
changes induced by Ras/Rac, 3829 
filament sequestration of CBFa2, 7432 
interaction with epithelial cell adhesion 
molecu.e, 4833 
organization and RhoE, 4761 
reorganization by G protein-coupled re- 
ceptors, 4744 
Rho-mediated reorganization, 5567 
role of MRCKs in reorganization, 130 


vimentin IF assembly, 6325 
Cytosol 
B-catenin induced by Wnt-1, 2474 
Cytosolic domain 
c-Kit Tyr-569 binding by SHP-1, 2089 
role in precursor protein import into mi- 
tochondria, 3173 
Cytotoxic lymphocyte 
proteinase inhibitor 9 protection against 
apoptosis, 6387 


DA complex 
role in VP16C transcriptional activation, 
4023 
Daughter cell 
localization of Ash1 in S. cerevisiae, 2884 
DAX-1 protein 
recruitment of N-CoR to SF-1, 2949 
protein kinase 
binding to and action through MOBI, 2100 
Db! domain 
role in Sos! N terminus, 771 
Dbp6 protein 
role in 60S-ribosomal-subunit assembly in 
yeast, 1855 
DDB protein 
transcriptional partner of E2F1, 240 
Deadenylation 
mRNA in X. laevis, 7537 
role in al-tubulin mRNA decay in C. 
reinhardtii, 1498 
role of EDEN in X. laevis, 6879 
role in poly(A) tail length control, 6548 
Deafness 
association with mtDNA mutation at posi- 
tion 7445, 5868 
Decay 
relation to MRNA deadenylation in X. 
laevis, 7537 
5 sequence 
binding to Mot3 in S. cerevisiae, 1879 
Delta-1 protein 
activation of Notch-1 signaling, 7423 
DF3/MUCI protein 
interaction with GSK3B, 7216 
Diabetes mellitus 
role of Hnf-Ja mutation in mice, 3059 
Dictyostelium discoideum 
serpentine cAMP receptors, 5744 
Didymium nigripes 
insertional editing of tRNAs, 7521 
Differentiation 
control by RNA-binding protein in fission 
yeast, 4488 
regulation by HBP1, 4732 
Differentiation-apoptosis switch 
regulation by RARy, in NB cells, 6482 
Dihydrofolate reductase 
gene initiation zone OBRs, 3266 
origin mapping, 39 
protein 
role in ribosome biosynthesis in yeast, 
2360 
Dimerization 
BAX BH3 domain role, 6083 
dioxin receptor, 4079 
PKR and role of PS8'"§, 2431 
Dimethylase 
Dim Ip role in ribosome biosynthesis in 
yeast, 2360 
Dioxin receptor 
dimerization and DNA binding specificity, 
4079 
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Disabled protein 
role in Sevenless receptor tyrosine kinase 
signaling, 4844 
Disulfide bond 
induction of dimerization of Neu (ErbB- 
2), 5371 
dik protein 
influence on stromal and pre-B cells, 5247 
DMP! protein 
mediation of cell cycle arrest, 1590 
DNA 
complex with TFIIB, 1682 
hairpin ended and nicked and DNA-PK 
activation, 6853 
interactions with Hop! protein, 1424 
methylation pattern inheritance in mouse 
embryos, 4149 
mismatch repair and role of mei-9, 1436 
DNA base 
in 7. 
brucei, 5643 
DNA binding 
E47 protein, 4639 
HMG-1/2, 4471 
loss of control by IkBa, 5445 
Pho2 homeodomain protein, 6436 
regulation of ubiquitin-mediated MyoD 
degradation, 5670 
roles of RAGI and RAG2, 4659 
specificity of the dioxin receptor, 4079 
DNA binding protein 
RPA role in XP-E DNA repair defect. 
3182 
DNA break 
role in V(D)J recombination, 2029 
DNA damage 
pl6’**** role in G, arrest checkpoint in 
response, 378 
stimulation of directed translocations in 
yeast, 1190 
DNA integration 
mediation by restriction enzymes in S. 
cerevisiae, 1736 
DNA lesion 
discrimination by TBP, 3907 
DNA methylation 
silencing of ARF cell cycle regulatory 
gene promoter, 6457 
DNA methyltransferase 
upregulation by HIV-1, 5166 
DNA polymerase 
Rev3 role in S. cerevisiae translesion syn- 
thesis, 960 
DNA polymerase a 
subunits of complex with primase 
DNA polymerase 6 
pol3-t and micro- and minisatellite desta- 
bilization, 2779 
DNA primer-template recognition complex 
modulation by p21, 4177 
DNA recognition sequence 
Roaz protein, 6447 
DNA repair 
defect in xeroderma pigmentosum group 
E, 3182 
effect of RADS2 deficiency, 6430 
human MGMT at transcription sites, 1660 
rhp6 function in mating-type silencing, 
5511 
role of mitochondrial enzymes, 1257 
DNA repair protein 
DDB as a transcriptional partner of 
E2F1, 240 
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DNA replication 
negative regulation by Rb mediated by 
MCM7 association, 2748 
role of pRb in blockage, 629 
role of Sld2-Dpb11 interaction, 6102 
stimulation by PEBP2aB, 4165 
DNA supercoiling factor 
localization to puffs on polytene chromo- 
somes, 6737 
DNA synthesis 
reinitiation in senescent human fibro- 
blasts, 1611 
DNA terminus 
complexes of Ku and DNA-PK, 5908 
DNA topoisomerase | 
hydrophilic N-terminal domain in D. 
melanogaster, 4358 
DNA topoisomerase II 
inhibitor ICRF-193 effect on Ku-deficient 
cells, 5797 
DNA topology 
fluctuations in C. reinhardtii chloroplasts, 
7235 
DNA-binding domain 
presence in S. pombe Mei4 transcription 
factor, 2118 
DNA-binding protein 
yeast Yhm2, 5712 
DNA-dependent protein kinase 
activation failure by hairpin-ended and 
nicked DNA, 6853 
complex with Ku, 1349, 5908 
IkBa and IkBB phosphorylation regula- 
tion of NF-«B, 4221 
inactivation by PKC8, 6719 
Dorsal protein 
mediation of repression, 6584 
Double hairpin 
role in V(D)J 12/23 rule enforcement, 
6408 
Double-strand break 
gene conversion tract role in repair in 
mammalian cells, 93 
repair in S. cerevisiae, 1891, 2045 
role of mre/]/ in processing in mitosis and 
meiosis, 260 
stimulation of gene targeting and recom- 
bination, 4070 
Double-stranded RNA 
activation of DRAF1, 1359 
activation of PKR dimerization, 7009 
binding by CCAAT box transcription fac- 
tor subunit, 5557 
interaction with PKR, 7304 
role in PKR dimerization, 2431 
Double-stranded RNA-activated kinase 
PKR 
regulation by Alu RNA, 58 
Dpb11 protein 
interaction with Sld2 in DNA replication, 
6102 
DRAFI protein 
subunits IRF3 and CBP/p300, 1359 
Drosophila melanogaster 
Abelson tyrosine kinase, 152 
antizyme and snRNP Sm D3, 1553 
BEAF and chromatin boundary elements, 
7478 
bicoid mRNA localization signal, 3788 
bicoid mRNA stability regulation, 2892 
circadian clock proteins PER and TIM, 
2004 
cyclin E gene, 141 


dDP gene, 141 
dE2F gene, 141 
Disabled and Sevenless receptor tyrosine 
kinase, 4844 
DNA topoisomerase I hydrophilic N-ter- 
minal domain, 4358 
Dorsal-mediated repression, 6584 
Enabled protein, 152 
Even-skipped repression of transcription, 
3771 
fushi tarazu proximal enhancer, 3384 
Groucho tetramerization, 7259 
HES-! transcription and Notch-1 and Del- 
ta-1, 7423 
HID- and GRIM-induced apoptosis, 3300 
immunity gene expression regulated by 
p38, 3527 
lamin, otefin, and YA interactions, 4315 
Numb and Numb-associated kinase, 598 
oskar translation and Bicaudal-C, 4855 
PBP interaction with U1 and U6 PSEs, 
1570 
PER, TIM, and Clock homolog, 6142 
period gene, 6505 
Psc interaction with ph and Pc, 2712 
SCF localization to puffs on polytene 
chromosomes, 6737 
splicing factor Noisette, 1835 
SRp54 role in intron bridging, 5425 
tra and tra-2 regulation of fruitless splic- 
ing, 450 
transgene expression and human MARs, 
2382 
YA protein, 188 
Drosophila species 
esc and E(z) role in Pe-G-mediated re- 
pression, 2825 
GAGA factor and ISWI mediation of 
chromatin remodeling, 2455 
tissue extract catalysis of DNA mismatch 
repair, 1436 
DT40 cell 
RADS2 deficiency, 6430 
D-type cyclin 
antagonism of DMP 1-mediated cell cycle 
arrest, 1590 
Dynein 
IC isoforms, 6816 


E box 
targeting by microphthalmia bHLH-LZ, 
6930 
EIA protein 
regulation of p120"*", 459 
stimulation of genes and a cellular repres- 
sor, 5032 
E1B 19,000-molecular-weight protein 
interaction with CED-4 and apoptosis in- 
hibition, 6052 
E1B protein 
JNK and c-Jun-mediated transcription 
activation, 4012 
E2 ubiquitin-conjugating enzyme 
UEV-1 role in HT-29-M6 cell differentia- 
tion and cell cycle, 576 
E2A gene 
functional replacement by HEB cDNA, 
3340 
E2A protein 
AD1 and AD2 role in E2A-HLF anti- 
apoptotic activity, 6035 
threshold control of B-cell lineage com- 
mitment, 3340 
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=2A-HLF protein 
antiapoptotic activity, 6035 
protein 
binding defect in RB, 4032 
cyclin D1 kinase and cyclin D1 promoter 
inhibition, 3212 
induction by BKV TAg via pRb-binding 
and J domains, 1746 
inhibition of activation by a cellular re- 


5032 


pressor 
role in cell cycle-regulated CDC6 expres- 
sion, 6679 
E2F1 protein 
transcriptional partner DDB, 240 
E2F-DP protein 
role in G,-S transition, 141 
gene 
14.7-kDa protein and a TNF-a-inducible 
protein, 1601 
protein 
inhibition of PKR, 7304 
protein 


degradation of endogenous p53, 7288 
protein 
inhibition by Notch, 2230 
synergy with Pip, 4639 
-arly-labeling assay 
use in DHFR origin mapping, 39 
EcoRI endonuclease 
cleavage of S. cerevisiae DNA, 1891 
Eed protein 
interaction with Enx! and Enx2, 
interaction with Enxl/EZH2, 3586 
interaction with Ezh2, 5634 
protein 
homolog complex formation with US5- 
220kD protein, 6756 
-ffector phase 
component of physiological cell death 
pathway, 2912 
EGR3 protein 
expression usage of NF-ATp binding site, 


7157 


— 


3572 


regulation of Fas ligand expression, 3744 
Elk! protein 
phosphorylation by Raf and FGF, 2272 
targeting by MAPK, 710 
‘longation factor SII 
reduction of S. cerevisiae MRNA levels, 


< 
Elongator tRNA 
discrimination from initiator tRNA in ver- 
tebrates, 1459 
‘longins B/C 
role in pVHL regulation of hypoxia-in- 
ducible mRNAs, 732 
=mbryo 
early expression of Rex-/, 1866 
=mbryo deadenylation element 
role in Xenopus deadenylation, 6879 
“embryogenesis 
Wnt/B-catenin signaling in the mouse, 


248 


mbryonal carcinoma cell 
Sp! activation of fibronectin expression, 
3010 
B-like globin gene 
activation by HMG domain SSRP1/PREI- 
IBF protein, 2617 
“mbryonic stem cell 
B-APP gene mutations, 4651 
genomic double-strand breaks, 4070 
I-Scel-induced gene replacement, 1444 
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selective gene disruption, 3071 
Enabled protein 
phosphorylation by Abl and protein-pro- 
tein interactions, 152 
End joining 
requirement after EcoRI cleavage of 
DNA in yeast, 1891 
role of REMI in S. cerevisiae, 1736 
Endocrine-exocrine switch 
PDX1 activity, 5109 
Endocytosis 
inhibition role in insulin receptor signal- 
ing, 3862 
yeast uracil permease, 314 
Endonuclease 
EcoRI cleavage of S. cerevisiae DNA, 
1891 
1-Ppol expression from RNA Pol I tran- 
script, 5809 
linkage with proteases in apoptosis by L- 
DNase II, 3612 
Endonucleolytic activity 
role in S. cerevisiae snoRNA processing, 
3376 
Endoplasmic reticulum 
role in peroxisome biogenesis, 2789 
Endoprotease 
Kex2 role in vacuolar acidification, 1534 
Endoreduplication 
prevention by pRb, 629 
Endosome 
localization of aPKCs via p62 interaction, 
3069 
Engrailed protein 
repression domain interaction with Grou- 
cho, 2804 
Enhancer 
absence of competition between /gf2 and 
H19, 1903 
mediation of splice site regulation, 343 
Enhancer binding protein 20B 
stimulation of Py DNA replication, 4165 
Enhancer binding protein/core binding fac- 
tor 
and subunits, 2444 
Enigma protein 
role in Ret/ptc2 mitogenic signaling, 2298 
ENL protein 
transcriptional transactivation activity, 122 
Environmental stress 
sensing by conserved RNA sequences, 
7371 
Enx! and Enx2 proteins 
interaction with Eed, 3572 
Enx!/EZH2 protein 
interaction with EED, 3586 
Epidermal growth factor 
activation of ErbB-1 and ErbB-2, 5042 
induction of the c-jun promoter by a Rac 
pathway, 1965 
similarity to homeotic protein dik, 5247 
Epidermal growth factor receptor 
PXOXT motif-TRAF interaction 
role in expression, 2835 
Ras/MAPK pathway activation, 7192 
role in arsenite activation of ERK, 5178 
role as TCPTP substrate, 1622 
transactivation by Spl, 7147 
Epithelial cell 
differentiation regulated by GATA fac- 
tors, 2901 
RB and c-Myc activation of E-cadherin 
expression, 3647 


Epithelial cell adhesion molecule 
interaction with cytoskeleton, 4833 
Epithelioid adenocarcinoma cell 
changes induced by Fra-1, 7095 
Equine infectious anemia virus 
Rev protein alternative splicing and nu- 
clear export, 3889 
ErbB protein 
network with neuregulins, 6090 
signaling and dimerization, 5042 
ERK2/mitogen-activated protein kinase 
signaling stimulation by integrin, 2571 
ERK mitogen-activated protein kinase 
linkage to gp130, 4109 
Erythroid cell 
AP! proliferation and apoptosis initiation 
regulation, 3699 
chromatin structure and B-globin expres- 
sion, 5992 
EPO and FV, gp55 JAK/STAT pathway 
activation, 1172 
gene expression activated by GATA-1, 
3278 
Erythroid Kriippel-like factor 
activation of B-globin promoter, 102 
regulation by GATA-1, 3278 
Erythropoietin 
activation of JAK/STAT pathways in ery- 
throid cells, 1172 
dependence in erythroid cells, 3699 
Erythropoietin receptor 
role in EPO and FV,, gp55 JAK/STAT 
pathway activation, 1172 
esc protein 
role with E(z) in Pc-G-mediated repres- 
sion, 2825 
Estrogen 
role in cyclin E-Cdk2 activation and cell 
cycle, 4499 
Estrogen receptor 
conformation modulation by EREs, 1927 
interaction with Brn-3a and -3b, 1029 
regulation by pp90"*! via Ser-167 phos- 
phorylation, 1978 
Estrogen response element 
allosteric modulation of ER conforma- 
tion, 1927 
role in Brn-3a and -3b transcriptional reg- 
ulation, 1029 
Estrogen-responsive gene 
isolation with a CpG island library, 442 
ETO protein 
interaction with N-CoR and mSin3, 7176 
recruitment of N-CoR-HDAC complex, 
7185 
ETS protein 
binding to CBF, 1322 
mediation of Ig enhancer bHLH motif 
cooperation, 1477 
ets-1 gene 
regulation by GATA-1, 3278 
Ets-1 protein 
transactivation functions and CBP/p300, 
2218 
ets-2 protein 
phosphorylation in response to CSF-1I/c- 
fms signaling, 5148 
Ets-binding site 


role in a-MHC gene tissue-specific ex- 
pression, 7243 
ETS-domain transcription factor 
Elk-1 targeting by MAPK, 710 
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Eukaryotic initiation factor 2a 
kinases PKR and GCN2, 2282 
Eukaryotic translation initiation factor 2 
a subunit kinase PEK, 7499 
Eukaryotic translation initiation factor 3 
core complex interaction with eIF5, 4935 
Eukaryotic translation initiation factor 4E 
gene interaction with regulatory factors, 
5621 
Eukaryotic translation initiation factor 4G 
cleavage by caspase 3 during apoptosis, 
7565 
interaction with Pablp RRM2, 51 
novel functional human factor 4GII, 334 
Eukaryotic translation initiation factor 5 
interaction with eIF3 core complex, 4935 
Euplotes crassus 
telomerase primer cleavage, 1544 
Even-skipped protein 
transcription repression, 3771 
EWS protein 
Pol II transcription role and interaction 
with TFIID, 1489 
EWS-FLI-1 protein 
role in Pol II transcription, 1489 
Excision 
internal eliminated sequences in P. tetrau- 
relia, 7075 
Excision footprint 
nonrandom diversity generated by Ascot-/] 
transposon, 4337 
Excision repair 
role of mitochondrial enzymes, 1257 
Exon 
muscle-specific splicing, 4519 
sequences required for trans splicing in T. 
brucei, 4620 
Exon splicing enhancer 
HIV-1 tat exon 3, 5404 
Exonucleolytic activity 
role in S. cerevisiae snoRNA processing, 
3376 
Exportin 
resemblance to Los|, 6374 
Extracellular domain 
mutation role in RET loss of function, 
3321 
Extracellular matrix 
regulation of BCE-1, 2184 
signal integration with GF and retinoid 
signals, 6666 
Extracellular signal-regulated kinase 
activation by arsenite, 5178 
activation by NGF to stimulate CREB 
phosphorylation, 1946 
inactivation of HSF-1, 6624 
modulation of cell-cell and cell-matrix 
interactions, 3257 
E(z) protein 
role with esc in Pe-G-mediated repres- 
sion, 2825 
Ezh2 protein 
interaction with Eed, 5634 


FAA protein 
dependence on FAC binding and nuclear 
localization, 5952 
FAC protein 
binding role in FAA activity, 5952 
Fanconi anemia 
FAA action with FAC, 5952 
Farl protein 
phosphorylation role in G, cell cycle ar- 
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rest, 3681] 
Farnesyltransferase inhibitor 
induction of tumor regression in trans- 
genic mice, 85 
role in cell cycle control and apoptosis, 
85 
Fas ligand 
regulation by the JNK cascade, 5414 
Fas protein 
cell death pathway and proteinase inhibi- 
tor 9, 6387 
ligand expression regulated by Egr-3, 3744 
Fey receptor 
signaling in macrophages and neutrophils, 
4209 
FDCW2?2 cell 
erythroid gene expression activated by 
GATA-1, 3278 
Fer protein 
involvement in cell adhesion, 5762 
FGDI protein 
signaling and transforming activities, 4689 
FGF-18 protein 
stimulation of hepatic and intestinal pro- 
liferation, 6063 
Fibroblast 
contracting of stressed collagen matrices, 
2659 
Crkl function, 5082 
cyclin D1 expression, 5609 
cyclin D2 expression during growth arrest, 
3163 
EGR3 expression, 7157 
mitogenesis and phosphatidylinositol 3-ki- 
nase B, 7119 
senescence and p53, 1611 
Wat-! induction of B-catenin and Tef/Let 
transcription, 2474 
Fibroblast growth factor 
FGF-18 and hepatic and intestinal prolif- 
eration, 6063 
induction of PC12 cell differentiation 
3966 
phosphorylation of Elk! and activation of 
SRE of pip92, 2272 
regulation of myogenesis, 5780 
Fibroblast growth factor | 
induction of neurite outgrowth in PC12 
cells, 3762 
Fibroblast growth factor receptor | 
role in FGF-1-induced neurite outgrowth 
in PC12 cells, 3762 
Fibroblast growth factor receptor 2 
pre-mRNA splicing, 2205 
Fibronectin 
repression by GIOBP-1, 4772 
Spl-activated expression in differentiating 
EC cells, 3010 
Fibronectin 
exon alternative splicing, 3900 
Fidelity control 
p53 function in homologous recombina- 
tion, 5332 
FIP-2 protein 
TNF-a induction and interaction with Ad 
E3-14.7K, 1601 
FK506-binding protein 
resemblance to A. thaliana PAS1, 3034 
FLICE protein 
mediation of apoptosis, 6052 
protein 
role in transition to G,, 5239 


Focal adhesion 
biogenesis influenced by Rho and v-Crk, 
3044 
Focal adhesion kinase 
initiation of tyrosine phosphorylation, 
2571 
Folding 
disruption by core histone acetylation, 
4629 
forkhead protein 
DBD in S. pombe Mei4 transcription fac- 
tor, 2118 
Forskolin 
regulation of Schwann cell proliferation, 
6245 
fos gene 
induction desensitization by anisomycin, 
1844 
pairing with jun, 5073 
c-fos gene 
activation of AP-1 site, 5073 
mRNA expression increased in contract- 
ing fibroblasts, 2659 
promoter activation by TFII-I, 3310 
stimulus-dependent transcription medi- 
ated by CREB, 967 
Fos protein 
cell cycle entry induction and cyclin D1 
activation, 5609 
Fra-| protein 
effect on epithelioid adenocarcinoma 
cells, 7095 
Friend virus 
gp55 JAK/STAT pathway activation in 
erythroid cells, 1172 
FRS2 protein 
binding to Shp2 in PC12 cell differentia- 
tion, 3966 
fruitless gene 
sex-specific selection of 5’ splice sites, 450 
FSK2 gene 
temperature-induced PKC expression and 
calcineurin, 1013 
Ftz-F1 protein 
role in fiz expression, 3384 
Fus3 protein 
regulation of Tyl retrotransposition, 2502 
fushi tarazu gene 
regulator sites bound by Adf-1 and Ftz- 
Fl, 3384 
transcription activated by chromatin re- 
modeling, 2455 


Gy phase 
fnxl role in S. pombe, 5239 
transcriptional repression induced by 
rapamycin, 4463 
G,/G, transition 
activation of Sre, 2014 
G, phase 
arrest requirement for Farl phosphoryla- 
tion, 3681] 
p16’*4** participation in arrest check- 
point, 378 
G,/S phase 
role of p21 
G,-S transition 
roles of E2F-DP transcription factor and 
cyclin E, 141 
G, phase 
role of Ku antigen, 5797 
G,/M phase 


role of p21°'?' nuclear accumulation 


in transition, 629 
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transition, 546 


role of p21"! 
GI10BP-1 protein 
repression of rat fibronectin gene, 4772 
G protein 
B-subunit homolog RACK], 3245 
coupling to a-factor receptor, 5981, 7205 
coupling to receptors in cytoskeletal reor- 
ganization, 4744 
role in muscle differentiation, 1580 
Gab] protein 
linking of gp130 to ERK MAPK, 4109 
GADD45 gene 
induction by p53 and WT1, 2768 
GAGA factor 
mediation of chromatin remodeling, 2455 
Gal4 protein 
chromatin remodeling mediation and role 
of nucleosomes, 1201 
Gamma interferon 
promoter methylation and production 
downregulation, 5166 


in transition, 629 


GAP 
role in Pol I] phosphorylation, 6729 
GAP-SH3 binding protein 
signal transduction-RNA stability link, 
3956 
gas5 gene 
snoRNA host and 5’'TOP gene family 
member, 6897 
GATA element 
role in slow MyHC 3 gene expression, 
6023 
GATA protein 
influence on Tl expression in mast cells, 
5320 
GATA-1 protein 
role in erythroid gene expression, 32 
GATA-2 protein 
expression control by CCAAT box tran- 
scription factor, 5557 
GATAS3 protein 
cofactor for TAL] and LMO, 6939 
GATA4 protein 
association with Csx/Nkx2.5 and role in 
ANF expression, 3120 
coactivation with Nkx-2.5 of Nkx-2 DNA 
binding targets, 3405 
GATA-4, -5, and -6 proteins 
regulation of intestinal epithelium differ- 
entiation, 2901] 
gBP21 protein 
association with RNA editing complexes 
in T. brucei, 6014 
GC box 
binding by GIUBP-1, 4772 
GCN2 protein 
autophosphorylation in the activation 


loop, 2282 


dimerizing and ribosome-binding region 
and PK domain, 2697 
GCN4 protein 
coactivation by MBF1, 4971 
interaction with holoenzyme, TFIID, and 
Ada-Gen5, 1711 
Gen5 protein 
defect suppression by chromatin compo- 
nent mutations, 1049 
HAT activity repression, 1349 
recognition of nucleosomal substrates, 5659 
Geldanamycin 
alteration of chaperone-mutant p53 inter- 
actions, 1517 
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Gelsolin 
relation to adseverin (D5), 4589 
Gene amplification 
role of cell cycle progression in p53-defi- 
cient cells, 3089 
Gene conversion tract 
role in DSB repair in mammalian cells, 93 
Gene replacement 
induction by I-Scel in ES cells, 1444 
Gene silencing 
role of Hir proteins and chromatin assem- 
bly factor I, 4793 
Gene targeting 
stimulation by double-strand breaks in ES 
cells, 4070 
Gene trap mutagenesis 
selective gene disruption in mouse ES 
cells, 3071 
General import pore 
complex assembly in preprotein translo- 
case, 6515 
Genotoxin 
induction of apoptosis and role of 
MEKKI1, 2416 
Geranylgeranyltransferase | 
inhibitor GGTI-298 upregulation of 
p2i"" 696) 
Germ line 
transcription role in V,,-DJ recombina- 
tion, 6253 
Gfi-1B proto-oncoprotein 
p21"*"' repression and cell differentiation 
inhibition, 2462 
GGTI-298 protein 
upregulation of 6962 
Globin 
gene regulation by GATA-1, 3278 
‘y-Globin 
role in B-globin gene silencing, 6634 
a-Globin 
mRNA 3’UTR sequence divergence, 
B-Globin 
gene chromatin structure in human 
sperm, 3350 
gene silencing in transgenic mice, 6634 
locus expression requirement for LCR, 
5992 
promoter activation by EKLF, 102 
B"'-Globin 
poly(A)-driven transcription termination, 
276 
¢-Globin 
mRNA 3’UTR sequence divergence, 2173 
Globin gene 
interaction with LCR in mice, 4188 
Glucocorticoid receptor 
activation of CPS gene hormone response 
unit, 6305 
association with StatS homo- and het- 
erodimers, 1783 
interaction with TIFIB to induce al-acid 
glycoprotein, 5880 
recruitment of Oct-1/2 to DNA, 3416 
Glucocorticoid response unit 
activation by GR, C/EBP, HNF3, and 
PKA, 6305 
Glucose 
insulin-stimulated uptake in 3T3-L1 cells, 
6971 
regulation of cell size via CLN/ repres- 
sion, 2492 
V-ATPase V, V, domain reversible asso- 
ciation role, 7064 


Glucose signaling 
role of hexokinase PII phosphorylation in 
yeast, 2940 
Glucose transport 
stimulation by insulin and role of Akt, 
3709 
Glucose transporter 
GLUT4 insulin-stimulated translocation, 
5457 
role of trinucleotide alterations in K* up- 
take, 926 
biosynthesis and function in 7. brucei, 
5643 
6-Glucuronidase 
IAP element transposition and deficiency 
in mice, 6474 
GLUT4 protein 
insulin-stimulated translocation, 5457 
Glutamine 
abundance in transcriptional activators, 
5734 
Glutamine-rich transactivation domain 
PU.1 role in myeloid cell development, 
4347 
Glycogen 
biosynthesis controlled by Pcl& and Pcl10, 
3289 
Glycogen synthase kinase 3B 
inactivation of HSF-1, 6624 
interaction with Axil, 2867 
interaction with DF3/MUCI and B-cate- 
nin, 7216 
gp55 protein 
activation of JAK/STAT pathways in ery- 
throid cells, 1172 
gp130 protein 
linkage to ERK MAPK, 4109 
role of SHP-2 in signaling, 1525 
Granulocyte 
development stimulated by C/EBPa, 
4301 
differentiation blockage by AML-1-ETO, 


322 


Granulocyte colony-stimulating factor recep- 
tor 


Ras signaling in macrophage differentia- 
tion, 3851 
Granulocyte-macrophage colony-stimulating 
factor 
role of mel-/ in signaling and viability re- 
sponse, 4883 
roles of Be tyrosines in signaling, 742 
Granzyme B 
mediation of apoptosis, 6387 
Grb2 protein 
mediation of integrin-stimulated signaling, 
2571 
GRIM protein 
induction of apoptosis, 3300 
Groucho protein 
interaction domain activity on integrated 
target genes, 2804 
tetramerization role in transcriptional re- 
pression, 7259 
Group I intron 
PpLSU3 encoding of I-Ppol, 5809 
Growth arrest 
cyclin D2 expression, 3163 
induction by AHPN (CD437), 4719 
regulation by calcium and S100B, 4272 
role of CAN/NUP214, 1236 
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Growth cone 
location of CortBP1 in cultured neurons, 
5838 
Growth deficiency 
presence in p107-deficient mice, 7455 
Growth factor 
role in cell transformation, 7020 
role of PLC-yl in induction of mitogene- 
sis, 590 
signal integration with ECM and retinoid 
signals, 6666 
Growth regulation 
function of elF4E-interacting regulatory 
factors, 5621 
Growth suppression 
contribution from the RB C pocket, 4032 
GTP 
binding to Rho, 4986 
role of hydrolysis in Ypt! GTPase func- 
tion, 827 
GTPase 
interaction with GEFs, 7444 
Ral activation by Ca?” in platelets, 2486 
RhoA role in GGTI-298 upregulation of 
p21" 6962 
Ypt! function in vesicular transport, 827 
GTP-binding protein 
Rac role in Mas oncogene signaling and 
transformation, 1225 
Guanine nucleotide exchange factor 
interaction with small GTPases, 7444 
Guanylyltransferase 
interactions with triphosphatase, 5189 
Guide RNA 
binding by gBP21 in T. brucei, 6014 


H19 gene 
absence of competition with /gf2, 1903 
epigenetic modifications, 6767 
Hammerhead ribozyme 
S. mansoni, 3880 
Hamster 
DHFR gene initiation zone, 3266 
HAP! protein 
regulation by heme in yeast, 3819 
Hap46 protein 
interference with Hop/p60 in hsp70/hsc70 
binding, 6238 
Haploinsufficiency 
MSX1 and selective tooth agenesis, 6044 
HBP1 protein 
regulation of differentiation, 4732 
HCT116 cell 
regulation of TGFa expression, 303 
Heart 
morphogenesis and slow MyHC 3 gene 
expression, 6023 
Heat 
effect on Drosophila PER and TIM pro- 
teins, 2004 
Heat shock 
disappearance of transcriptionally active 
granules, 6624 
Heat shock element 
modulation of HSF activity, 6340 
Heat shock factor 
increase of chromatin reinitiation rate, 
361 
Heat shock factor | 
interaction with HSP90 in Xenopus oo- 
cytes, 4949 
intramolecular repression, 906 
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Heat shock protein 
induction by proteasome inhibitors, 30 
role with trehalose in S. cerevisiae thermo- 
tolerance, 30 
Heat shock response 
regulation of HSF2, 5091 
Heat shock transcription factor 
activity modulated by HSE structure, 6340 
Heat shock transcription factor | 
inactivation by GSK-368 and ERK, 6624 
Heat stress granule 
HsfA2 localization in cytoplasm, 2240 
Heat-stable antigen 
mRNA stability regulation by 3'UTR cis 
elements, 815 
HEB gene 
cDNA replacement of mouse E2A gene, 


HEF! protein 
processing regulated by cell cycle, 3540 
Helicase 
ATP-dependent Dbp6, 1855 
Helix-loop-helix 
Id-1 induction of mammary epithelial cell 
invasion, 4577 
Helix-loop-helix protein 
Id protein cell growth control and apopto- 
sis functions, 2371 
Hematopoiesis 
role of cooperation of cyclin C and c-Mye, 
3445 
suppression in Shp-2 mutant mice, 6075 
Hematopoietic cell 
Crk! function, 5082 
Heme 
regulation of HAP! in yeast, 3819 
Hemoglobin 
switching requirement for globin promot- 
ers, 6634 
Hepatic cell 
SHP-2 role in gp130 signaling and APP 
gene induction, 1525 
Hepatitis B virus 
pX targeting of TFIIB in transcription 
coactivation, 1562 
replication initiation complex formation, 
6265 
X protein transactivation and RMP, 7546 
X regulation of RNA Pol I-dependent 
promoters, 7086 
X-associated protein 2, 978 
Hepatitis C virus 
NSSA protein control of PKR, 5208 
Hepatitis delta antigen 
suppression of HDV RNA editing, 1919 
Hepatitis delta virus 
RNA editing specificity for amber/W site, 
1919 
Hepatocyte 
IL-6-specific C/EBPS activation, 2108 
specificity of gene transcription, 4345 
Hepatocyte growth factor/scatter factor 
splice variant NKI role as partial agonist 
in vivo, 1275 
Hepatocyte nuclear factor 3y 
role in hepatocyte-specific gene transcrip- 
tion, 4345 
Hereditary disease-associated mutation 
introduction into B-APP gene of mouse 
ES cells, 4651 
Hereditary nonpolyposis colorectal cancer 
hMSH2 interactions with hMSH3 and 
hMSHE, 6616 


role of MMR gene-induced mutator phe- 
notype, 1635 
Heregulin 
regulation of Schwann cell proliferation, 
6245 
Herpes simplex virus 
VP16C transcriptional activation, 4023 
HES-! gene 
transcription activation by Notch-1 and 
Delta-1, 7423 
HES-1! protein 
silencing of CD4 gene expression, 7166 
Heterodimer 
specificity of receptor-corepressor interac- 
tions, 5724 
Heterodimeric splicing factor 
U2AF RNA binding activity, 4004 
U2AF subunit interaction, 1765 
Heteroduplex 
mismatch recognition by p53 in intermedi- 
ates, 5332 
regulation by MMR proteins in yeast, 
6525 
Hexokinase PII 
phosphorylation role in glucose-signaling 
response, 2940 
HID protein 
induction of apoptosis, 3300 
High-mobility group proteins | and 2 
interaction with steroid hormone recep- 
tors, 4471 
High-mobility-group DNA binding domain 
NLS recognition and nuclear transport of 
importin-a, 4819 
High-osmolarity glycerol response 
STESO role in STEI1 activation in path- 
way, 5788 
Hip protein 
role in progesterone receptor assembly, 
944 
hir gene 
mutation interaction with cac mutations, 
4783 
Hir protein 
role in position-dependent gene silencing, 
4793 
HIRA protein 
interaction with core histones and 
HIRIP3, 5546 
HIRIP3 protein 
interaction with HIRA and histones, 5546 
Hirschsprung’s disease 
RET loss of function, 3321 
HIS4 gene 
pol I-promoted expression in S. cerevisiae, 
665 
Histone 
Abf2 null mutation, 5712 
acetylation and transcription factor bind- 
ing, 6293 
acetylation increased by IgH LCR. 6281 
acetylation role in nucleosomal array tran- 
scription, 4629 
association with DNA in human sperm, 
3350 
binding to HIRA and HIRIP3, 5546 
gene expression and YY1, 7106 
Histone acetylation 
modulation of BCE-1, 2184 
role in TFILA-rDNA binding in X. laevis, 
1156 
Histone acetyltransferase 
repression by BrD-mediated binding and 
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phosphorylation, 1349 
transcriptional regulation of MDR/, 4377 
Histone deacetylase 
complex with N-CoR and recruitment by 
ETO, 7185 
Rpd3 compiex with Sin3, 5121 
transcriptional regulation of MDR]/, 4377 
Histone H1 
architectural transcription repression, 
3668 
Histone regulatory protein 
synergy with chromatin assembly factor I, 
HMG domain 
SSRP1/PREIIBF activation of human 
e-globin gene, 2617 
HMGI protein 
complex with RAG and role in V(D)J 
12/23 rule, 6408 
HML«a gene 
chromatin structure, 5392 
hMSH2 protein 
interactions with hMSH3 and hMSH6 in 
HNPCC, 6616 
hMSH3 and hMSH6 proteins 
interactions with hMSH2 in HNPCC, 
6616 
Hnf-la gene 
effect of knockout on dwarfism and diabe 
tes in mice, 3059 
HNF3 protein 
activation of CPS gene hormone response 
unit, 6305 
Inf3g gene 
mutant reducing hepatocyte-specific gene 
transcription, 4345 
Holoenzyme 
interaction with Gen4p activation domain 
1711 
transcription initiation by RNA polymer- 
ase II, 4455 
Holo-transcription factor ITH 
role in NER inhibition of Pol II transcrip- 
tion, 2668 
Homeobox protein 
Csx/Nkx2.5-GATAG4 association and ANI 
expression role, 3120 
Homodimerization 
prevention by quaking lethal point muta 
tion, 4863 
Homologous recombination 
effect of RADS2 inactivation, 6423, 6430 
p53 fidelity control, 5332 
Homology 
role in developmental excision of IESs, 
7075 
Hop! protein 
DNA-binding activities in S. cerevisiae, 
1424 
Hop/p60 protein 
interference with Hap46 in hsp70/hsc70 
binding, 6238 
HOX protein 
activation domains, 6201 
HOX11 protein 
endogenous gene activation with NH.- 
terminal 50 aa, 3502 
regulation of Aldh/ and Slim], 7030 
HoxA10 gene 
vitamin D, induction target in myeloid 
leukemic cells, 1911 
hPMS2 gene 
mutation and mutator phenoiypes, 1635 
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HRX protein 
DNA binding motifs, 122 
HRX-ENL fusion protein 
oncogenic capacity, 122 
HS3 core 
deletion in transgenic mice, 4188 
Hsc70 protein 
interaction with chaperone cofactors, 2023 
Hsf protein 
HsfA2 interaction with HsfAl and nuclear 
coimport, 2240 
HSF2 protein 
regulation by ubiquitin-proteasome path- 
way, 5091 
Hsp70 protein 
regulation of Pdrip function in S. cerevi- 
siae, 1147 
hsp70/hsc70 protein 
binding to Hap46 and Hop/p60, 6238 
Hsp90 cochaperone complex 
association with Cns1, 7353 
hsp90 protein 
binding by geldanamycin, 1517 
cochaperone Sbalp, 3727 
interaction with Cns1, 7344 
interaction with HSF1 in Xenopus oocytes, 
4949 
role in maturation of cellular signaling 
proteins 
hsRPB¢ protein 
interaction with hsRPB7 and Pol II, 1935 
hsRPB7 protein 
interaction with hsRPB4 and Pol II, 1935 
HT-29-M6 cell 
role of UEV-1 in differentiation and cell 
cycle, 576 
hTAF,,68 protein 
interaction with TFIID and Pol II, 1489 
hU3-55k protein 
cloning and characterization, 488 
Human 
anti-Millerian hormone gene regulation, 
6653 
ARF cell cycle regulatory gene promoter, 
6457 
BRF and SNAPc interaction with SV40 
TAg, 1331 
CDC6/Cdc18 association with Orel and 
cyclin-edk, 2758 
chromatin structure of globin genes in 
sperm, 3350 
CIF150 protein, 233 
CMV-induced ISG expression, 3796 
CT/CGRP pre-mRNA polyadenylation 
regulated by SRp20, 4977 
cyclin E maturation and CCT, 7584 
cyclin K, 4291 
DNA repair enzyme MGMT at transcrip- 
tion sites, 1660 
elF2a kinases PKR and GCN2, 2282 
eIF4G, 334 
factor-dependent hematopoietic cell line, 
4282 
fibroblasts contracting stressed collagen 
matrices, 2659 
e-globin gene activation by SSRP1/PREI- 
IBF, 2617 
B-globin locus gene expression, 5992 
c- and a-globin mRNA 3'UTR sequence 
divergence, 2173 
globin promoters required for hemoglobin 
switching, 6634 
HEB cDNA functional replacement of 


mouse E2A gene, 3340 
hMSH2 interactions with hMSH3 and 
hMSH6, 6616 
HOX protein activation domains, 6201 
IAP-like protein, 608 
IkBa isoforms in differential NF-«B regu- 
lation, 2596 
keratinocyte differentiation induced by 
PKC, 5199 
La antigen phosphoprotein role in 5’ pro- 
cessing, 3201 
leukosialin gene transcription, 5492 
lung cancer cell growth arrest and apopto- 
sis, 4719 
mammary epithelial cell p16 inactivation, 
1793 
MARs in D. melanogaster, 2382 
oncogene base mispairing, 4659 
p70°* homolog in A. thaliana, 2038 
prodynorphin gene derepression by PKA, 
6921 
progesterone receptor transcriptional ac- 
tivity, 1369 
RAP74 effect on RNA Pol IT, 2130 
RNAPII complex containing chromatin- 
modifying factors, 5355 
senescent fibroblasts and p53, 1611 
snRNA gene large tandem array chromo- 
somai integration, 2262 
Sp] induction in embryonal carcinoma 
cells, 3010 
SR splicing factor SRp46, 4924 
TAF-172 protein, 1701 
TAF,,130 subdomain role in activator in- 
teraction, 5734 
TAF,,150-containing TFIID complex, 
6571 
Tat-SF1 homology to yeast CUS2, 5000 
T-lymphocyte CDS5 signal via PI 3-kinase, 
Vav, and Racl, 1725 
U3 snoRNP-associated 55-kDa protein, 
488 
U5-220kD protein (hPrp8), 6756 
Human cytomegalovirus 
IE1 interaction with PML, 4899 
Human immunodeficiency virus type | 
chromatin-associated promoter transacti- 
vation, 2534 
DNA methyltransferase upregulation, 
5166 
enhancer stimulation by TGF-B, 110 
promoter activation by NF-«B and Spl, 
3234 
tat exon 3 ESS, 5404 
Human papillomavirus 
E6 degradation of endogenous p53, 7288 
Human T-cell leukemia virus type | 
Tax DNA binding for CBP recruitment, 
721 
Tax induction of NF-kB, 5157 
Tax interactions with CBP and p300, 2392 
Tax role in cell cycle progression, 3620 
Human T-cell lymphotropic virus type | 
Tax recruitment of CBP/p300, 5052 
Hydrolysis 
role in Ypt! GTPase function in vesicular 
transport, 827 
Hydrophobic residue 
mediation of PKR dimerization, 7009 
Hyoxanthine-xanthine-guanine phosphoribo- 
syltransferase 
isolation of T. gondii stage-specific genes, 
807 
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Hypersensitive region 
position and length in MMTV LTR, 3633 
Hypertrophy 
implications of cardiac myocyte Pol II 
phosphorylation, 6729 
JNK and p38 effects in cardiomyocytes, 
3518 
Hypovirus 
repression of C. parasitica pheromone 
precursors, 953 
Hypoxia 
effect on VEGF mRNA translation, 3112 
induction of mRNAs, 732 
induction of transcription, 4089 
tumor cell, 2845 
Hypoxia-inducible factor | 
role in hypoxia-induced transcription, 
4089 


I-AB gene 
alternative promoter and origin of CpG 
islands, 4433 
IAP-like protein 
role in apoptosis downstream of Bcl-x, 
and cytochrome c, 608 
ICRF-193 protein 
effect on Ku-deficient cells, 5797 
Id protein 
cell growth control and apoptosis func- 
tions, 2371 
Id-1 protein 
induction of mammary epithelial celi inva- 
sion, 4577 
Id2 protein 
promotion of bHLH-independent apopto- 
sis, 5435 
IE1 protein 
interaction with PML, 4899 
Igf2 gene 
absence of competition with H/9, 1903 
IkB kinase 
regulation by MEKK1 and NIK, 7336 
IkB kinases @ and B 
activation during Tax induction of NF-KB, 
5157 
IxB protein 
degradation regulation of T-cell costimu- 
lation, 3140 
IkBa protein 
control over nuclear import and DNA 
binding, 5445 
degradation and NF-«B activation, 19 
masking of p50 and c-Rel homodimer 
NLS, 2640 
nuclear localization mediated by ankyrin 
repeats, 2524 
proteolytic pathway in WEHI231 cells, 19 
regulation of c-Rel in the cytoplasm and 
nucleus, 1213 
TNF-induced phosphorylation and degra- 
dation, 78 
IxBa and IkBB proteins 
phosphorylation regulation of NF-«B, 
4221 
IxBB protein 
expression in T cells of transgenic mice, 
477 
role of isoforms in differential NF-«B reg- 
ulation, 2596 
IME] gene 
transcriptional regulation in S. cerevisiae, 
1985 
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Immunity gene 
regulation by p38 MAPKs in D. melano- 
gaster, 3527 
Immunoglobulin 
heavy-chain LCR role in histone acetyla- 
tion, 6281 
p. heavy-chain gene enhancer redundancy, 
6870 
switching to IgGl and NF-«B/Rel differ- 
ential induction, 5523 
recombination, 6253 
Immunoglobulin 
enhancer bHLH motif cooperation, 1477 
regulation by alternative RNA processing, 
1042 
Immunoreceptor tyrosine-based activation 
motif 
HSHV KI transforming protein, 5219 
Importin 
export from the nucleus, 6805 
recognition and nuclear transport by 
NLSs, 4819 
Importin/karyopherin-B 
resemblance to Los1, 6374 
Inflammation 
acute-phase response in neonates, 7269 
Inhibitor of apoptosis protein 
interaction with HID and GRIM proteins, 
3300 
Initiation-elongation transition 
Pol Il transcriptional complex structural 
changes, 5343 
Initiator element 
role in TFII-I function, 4444 
Initiator tRNA 
discrimination from elongator tRNA in 
vertebrates, 1459 
Insulin 
role in apoptosis, 6784 
role in fibroblast mitogenesis, 7119 
stimulation of glucose uptake, 6971 
stimulation of GLUT translocation and 
Akt activity, 5457 
stimulation of protein synthesis and glu- 
cose transport, 3708 
transcription mediated by p300 and 
bHLH activators, 2957 
Insulin receptor 
signal transduction pathways, 3862 
signaling in 3T3-L1 adipocytes and role of 
CAP, 872 
Insulin receptor substrate | 
PH and PTB domain role in apoptosis 
inhibition, 6784 
Insulin-like growth factor I 
survival signaling and role of Akt and PI 
3-kinase, 6711 
Insulin-like growth factor I receptor 
mediation of cell transformation, 5888 
Integrase 
NLS required for Tyl transposition, 1105, 
1115 
Integrin 
mediation of adhesion and activation of 
PI 3-K, 5291 
role in T-lymphocyte spreading, 3936 
stimulation of ERK2/MAPK signaling, 2571 
Intercellular adhesion 
epithelial cell adhesion molecule, 4833 
Interferon 
induction of protein kinase PKR, 859, 
2431 


Interferon immediate-early response gene 
expression activated by HCMV, 3796 
Interferon regulatory factor 3 
DRAF1 subunit, 1359 
presence in ISRE-binding complex acti- 
vated by HCMV, 3796 
Interferon-stimulated response element 
binding by a complex activated by 
HCMV, 3796 
Interleukin-1 receptor 
initiation of NF-«B regulation of IL-2 ex- 
pression, 3140 
relation to Tl gene, 5320 
Interleukin-2 
NF-«B-regulated expression, 3140 
Interleukin-2 receptor 
B-chain cooperation with Jak1, 6416 
Interleukin-4 
induction of transcription, 3395 
Interleukin-6 
role in C/EBP8 activation, 2108 
Interleukin-7 
requirement in pre-B ceits, 5247 
Interleukin-9 
induction of adseverin (D5) and ad- 
severin, 4589 
Intermediate chain 
cytoplasmic dynein isoforms, 6816 
Internal eliminated sequence 
developmental excision in P. tetraurelia, 
7075 
Internal ribosome entry 
role in VEGF mRNA translation, 3112 
Internal ribosome entry site 
role in VEGF mRNA translation initia- 
tion, 6178 
Intestinal mucosecretory cell 
role of UEV-1 in differentiation and cell 
cycle, 576 
Intestine 
epithelial differentiation regulated by 
GATA factors, 2901 
FGF-18-stimulated proliferation, 6063 
Intrachromasomal homologous recombina- 
tion 
stimulation by double-strand breaks in ES 
cells, 4070 
Intracisternal A-particle element 
transposition into the B-glucuronidase 
gene, 6474 
Intragenic silencer element 
binding to PKA, 6921 
Intron 
bridging with pyrimidine tracts, 5425 
length effect on CD44 splicing, 5930 
role in nonsense-mediated TP] mRNA 
decay, 5272 
Intron I 
role in al(1) collagen gene expression, 
3368 
Intronic sequence element 
role in rat FGF-R2 pre-mRNA splicing, 
2205 
Invasiveness 
Fra-1 induction in epithelioid adenocarci- 
noma cells, 7095 
Inverted repeat 
transgene methylation and silencing, 6165 
lonizing radiation 
resistance and RADS2 targeted inactiva- 
tion, 6423 
I-Ppol endonuclease 
expression from RNA Pol I transcript, 5809 


SUBJECT INDEX XXV 


Irel kinase 
dephosphorylation by Ptc2, 1967 
IRF-3 protein 
virus-induced phosphorylation, 2986 
I-Scel meganuclease 
induction of gene replacement in ES cells, 
1444 
Isoform 
specificity of receptor-corepressor interac- 
tions, 5724 
ISWI protein 
mediation of chromatin remodeling, 2455 


J domain 
role in BKV TAg induction of E2F, 1746 
$V40 TAg role in RB family protein inac- 
tivation, 1408 
Jak1 protein 
cooperation with IL-2RB in PI 3-K phos- 
phorylation, 6416 
interaction with v-Abl, 6795 
JAK/STAT pathway 
activation by erythropoietin and Friend 
virus gp55, 1172 
jun gene 
induction desensitization by anisomycin, 
1844 
pairing with fos, 5073 
c-jun gene 
promoter induction by EGF via a Rac 
pathway, 1065 
c-Jun N-terminal kinase 
activation by adenovirus E1B 19K protein, 
4012 
cascade regulation of the FasL promoter, 
5414 
effect on cardiomyocyte hypertrophy, 3518 
role in UV induction of uPA gene, 4537 
c-Jun protein 
interaction with C/EBPB and TNFa gene 
regulation role, 2815 
mediation of transcription, 4012 
role of a-NAC in mediation of transcrip- 
tion, 1312 
v-Jun protein 
interaction with ATF2 in cell transforma- 
tion, 7020 
Jurkat T cell 
Syk family kinase and TCR signaling, 
1388 
Juxtamembrane domain 
c-Kit Tyr-569 binding by SHP-1, 2089 


transforming protein 
ITAM, 5219 
channel 
SURI association, cellular distribvtion, 
and kinetics, 1652 
uptake 
role of trinucleotide alterations in S. cer- 
evisiae, 926 
Kaposi’s sarcoma-associated herpesvirus 
K1 transforming protein ITAM, 5219 
Keratinocyte 
differentiation induced by PKC, 5199 
KEX2 gene 
mutations causing a Vma-like phenotype, 
1534 
Kex2 protein 
role in vacuolar acidification, 1534 
Kexin 
activation via internal cleavage of the pro- 
sequence, 400 
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KID-like domain 
recruitment of CBP/p300, 5052 
Killing 
BAX BH3 domain role, 6083 
Kin28 protein 
phosphorylation and role of Cak1, 6365 
Kinase homology domain 


phosphorylation role in NPR-A activation, 


2164 
Kinase inhibitor 
p107, 5380 
Kinetoplastid 
snoRNAs from SLA RNA locus, 4409 
Kir6.2 protein 
physical association with SURI and 
channel effect, 1652 
c-Kit protein 
receptor binding and modulation by 
SHP-1, 2089 
Kluyveromyces lactis 
telomerase, 4961 
Ku antigen 
role during G, and M phases, 5797 
Ku protein 
complex with DNA-dependent protein 
kinase, 1349 
complexes with DNA-PK, 5908 
KyoT2 protein 
association with RBP-J and regulation of 
transcription, 644 


La antigen 
modulation of tRNA 5’ processing, 3201 
lacZ gene 


regulation by Nut! and Nut2 in S. cerevi- 
siae, 4707 
Lagging-strand assay 
use in DHFR origin mapping, 39 
Lamellipodium 
PI 3-kinase-mediated formation regulated 
by Ras, 1802 
Lamin 
interactions with otefin and YA, 4315 
Large T antigen 
BKV induction of E2F via pRb-binding 
and J domains, 1746 
interaction with hBRF and SNAPe, 1331 


J domain role in inactivation of RB family 


proteins, 1408 
stabilization of TBP-TFIIA complex, 3926 
Large-cell anaplastic lymphoma 
NPM-ALK usage of PLC-y in mitogenic- 
ity, 6951 
Laron dwarfism 
role of Hnf-7a mutation in mice, 3059 
Latent membrane protein | 
PXOXT motif-TRAF interaction and 
EGFR expression role, 2835 
LBF3 protein 


role in tissue-specific hormonal regulation, 


4698 
Lek protein 
role in TCR function, 2855 
L-DNase II 
derivation from serpin leukocyte elastase 
inhibitor, 3612 
LEF-1 protein 
transcriptional regulation and Wnt-1 and 
B-catenin, 4807 
Leishmania tarentolae 
snoRNAs from SLA RNA locus, 4409 
Lens 
C-crystallin expression, 2067 


Lens fiber cell 
influence on B-crystallin genes, 5579 
LET-60 Ras protein 
regulation by SUR-5 in C. elegans, 4556 
Leucine zipper domain 
presence in FIP-1, 1601 
Leukemia 
ETO targeting by t(8;21), 7176 
Leukemic protein 
AMLI-MTG6& interaction with MTGRI, 
846 
CBFB-SMMHC sequestration of CBFa2, 
7432 
Leukocyte elastase inhibitor 
source of L-DNase II, 3612 
Leukosialin 
Sp1-activated transcription, 5492 
Life cycle 
role in metacyclic VSG activity in try- 
panosomes, 1137 
Ligand 
Fas protein, 3744 
regulation of genes in myeloid leukemic 
cells, 1911 
role in PR transcriptional activity, 1369 
Ligand-receptor network 
ErbB interaction with neuregulins, 6090 
Light 
effect on Drosophila PER and TIM pro- 
teins, 2004 
LIM protein 
KyoT2 association with RBP-J and role in 
transcription, 644 
LIM-only proteins 
synergy with TALI to induce RALDH2 
expression, 6939 
Lipid kinase 
signaling complex association with Racl 
and RhoGDI, 762 
Lipopolysaccharide 
failure to initiate immunoglobulin switch- 
ing, 5523 
Liver 
FGF-18-stimulated proliferation, 6063 
LLC-PK, cell 
uPA gene cAMP-responsive enhancer, 
4698 
Locus control region 
interaction with globin genes in mice, 
4188 
role in B-globin locus expression, 5992 
role in histone acetylation, 6281 
Long terminal repeat 
5 binding to Mot3 in S. cerevisiae, 1879 
HSR position and length in MMTV, 3633 
Los! protein 
exportin-like nucleocytoplasmic transport 
factor role, 6374 
Lung cancer cell 
growth arrest and apoptosis, 4719 
Lymphocyte 
proliferation control by Stat proteins, 
1996 
Lymphoid cell 
effect of cyclosporin A, 7157 
Lymphoid enhancer factor | 
HMG DNA binding domains, 4819 
Lysophosphatidic acid 
role in fibroblast mitogenesis, 7119 
Lysosome 
targeting of endosomes, 3069 
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M box 
role in regulation of TRP1 and TRP2 
promoter activities, 694 
M phase 
role of Ku antigen, 5797 
Macl protein 
role in Cu uptake and detoxification in S. 
cerevisiae, 2514 
Macrophage 
autocrine-inhibited TNF-a transcription, 
5678 
development requirement for PU.1 do- 
mains, 4347 
differentiation and M-CSF and GM-CSF 
receptor Ras use, 3851 
Fcy receptor signaling and Syk, 4209 
fusion mediated by MFR, 6213 
SHP-1 binding proteins and substrates, 
3838 
Macrophage colony-stimulating factor recep- 
tor 
Ras signaling in macrophage differentia- 
tion, 3851 
c-Maf protein 
interaction with c-Myb in myeloid differ- 
entiation, 2729 
Major histocompatibility complex 
class II gene expression and CBP-CIITA 
interaction, 6777 
Major histocompatibility complex class II 
I-AB gene alternative promoter, 4433 
Mammal 
cell cycle-regulated CDC6 expression, 
6679 
Clock gene, 6142 
concurrent replication and methylation, 
3475 
cyclin E association with spliceosome, 
4526 
elF3 core complex interaction with eIFS5, 
4935 
GCNS and P/CAF actetyltransferases, 
5659 
HMG-1/2 DNA binding and transcrip- 
tional activity, 4471 
initiation of protein synthesis, 5140 
methyl-CpG binding proteins, 6538 
SWI/SNF complexes, 3596 
tetracycline-regulated suppression of am- 
ber codons, 4418 
U17 snoRNA host gene, 4509 
Mammalian cell 
centromere association with APC subunit, 
468 
gene conversion tracts from DSB repair, 
93 
Mammary cell 
Stat5 dimerization and GR association, 
1783 
tumorigenesis mediated by polyomavirus 
middle T, 2344 
Mammary epithelial cell 
invasion induced by Id-1, 4577 
p16 inactivation by CpG island methyl- 
ation, 1793 
Mas protein 
Rac role in signaling and transformation, 
1225 
Mast cell 
TI gene GATA-dependent expression, 
5320 
Mating factor pathway 
regulation of Cln3-associated kinase activ- 
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ity, 433 
Mating-type protein 

induction of meiosis in S. pombe, 7317 
Mating-type silencing 

role of rhp6 after chromatin remodeling, 


Matrix attachment region 
transgene expression insulation in D. 
melanogasier, 2382 
MBD protein 
binding of methyl-CpG, 6538 
MBF1 protein 
coactivation of GCN4, 4971 
mcl-1 gene 
role in the GM-CSF signaling pathway, 
4883 
MCM7 protein 
role in Rb negative regulation of DNA 
replication, 2748 
Mdm2 oncoprotein 
interaction with Numb, 3974 
MDM? protein 
degradation of cndogenous p53, 7288 
direction of degradation, 5690 
MDRI gene 
transcriptional regulation mediated by 
NF-Y, 4377 
MeCP2? protein 
repression of Spl-activated CD43 tran- 
scription, 5492 
Med6 protein 
interaction with Srb4 in Pol II transcrip- 
tion, 5364 
MEF? protein 
interaction with MyoD mutants, 69 
Megakaryocyte 
TPO-induced differentiation, 4282 
meil” gene 
meiosis-specific transcription factor gene, 
2118 
mei3 gene 
transcriptional activation by mating-type 
proteins, 7317 
mei-9 gene 
role in DNA mismatch repair, 1436 
Meiosis 
control by nutritional pathways and Snf1 
kinase, 4548 
DSB processing, 260 
effect on S. pombe Mei4 transcription fac- 
tor, 2118 
induction by mating-type proteins in S. 
pombe, 7317 
recombination checkpoint and middle 
sporulation genes, 5750 
recombination hot spot ade6-M26, 7575 
Meiosis-specific gene 
activation by JME] in S. cerevisiae, 1985 
Meiotic development 
SMK1 transcriptional regulation, 5970 
MEIS2 (MRGI1) protein 
trimeric complex with PDX1 and PBXIb, 
5109 
MEK kinase | 
regulation of a response element in the 
FasL promoter, 5414 
role in genotoxin-induced apoptosis, 2416 
Melanocyte 
TRP-1 promoter, 5099 
Membrane 
topology in Pexl2p mutants, 4324 
Mesoderm 
SHP-2 role in induction in Xenopus, 161 


Methionine 


role in mammalian initiation of protein 
synthesis, 5140 
Methyl methanesulfonate 
induction of mutations in APNG knock- 
out mice, 5828 
Methylation 
concurrence with replication in mammals, 
3475 
CpG island and inactivation of p16 in 
HMEC, 1793 
gamma interferon, 5166 
inverted T-DNA repeat transgenes, 6165 
pattern inheritance in mouse embryos, 
4149 
Methyl-CpG 
binding by mammalian proteins, 6538 
binding by MeCP2, 5492 
Methylene blue 
photo-cross-linking mediation, 6910 
O°-Methylguanine 
mutagenic lesion transcription-repair cou- 
pling, 1660 
O°-Methylguanine-DNA methyltransferase 
transcription site localization in 6MG le- 
sion repair, 1660 
Mex67 protein 
complex with Mtrz at nuclear pores, 
6826 
MER protein 
mediation of macrophage fusion, 6213 
m’G cap 
structure in 7. brucei, 4612 
Microphthalmia 
bHLH-LZ targeting to E-box elements, 
6930 
role in regulation of TRP1 and TRP2 
promoter activities, 694 
Microsatellite 
(CT),(GA),, and snRNA gene chromo- 
somal integration, 2262 
DNA destabilization by rad27 and pol3-t 
mutations, 2779 
Microtubule 
regulation of Bcl2 phosphorylation and 
apoptosis role, 3509 


Middle sporulation 


gene expression regulation in S. cerevisiae, 


5750 
Middle T antigen 
interactions with PP2A, 7556 
mediation of mammary tumorigenesis, 
2344 : 
Mig] protein 
repressor phosphorylation regulated by 
Snfl kinase, 6273 
Minichromosome 
replication in 7. thermophila, 3021 
Minisatellite 
DNA destabilization by rad27 and pol3-t 
mutations, 2779 
Minute virus of mice 
P4 promoter cell cycle-dependent regula- 
tion, 409 
Mismatch recognition 
53, 5332 
Mismatch repair 
role of Msh2 and Msh6 in S. cerevisiae, 
7590 
Mismatch repair protein 
role in heteroduplex formation in yeast, 
6525 
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Mitochondrial DNA 
deafness-associated mutation at position 
7445, 5868 
stabilization by Yhm2, 5712 
Mitochondrial inheritance component 
interaction with prohibitin in S. cerevisiae, 
4043 
Mitochondrial inner membrane 
translocase complex, 178 
Mitochondrial permeability transition 
role in apoptosis and cytochrome ¢ re- 
lease, 6353 
Mitochondrion 
base excision repair by enzymes, 1257 
DNA transactions in S. cerevisiae, 2976 
histone Abf2 null mutation, 5712 
import of precursor proteins, 3173 
inner membrane binding to Yhm2, 5712 
outer membrane preprotein translocase, 
6515 
ribosome interaction with mRNA untrans- 
lated leaders, 1826 
TOM complex dynamics, 5256 
tRNA editing in P. polycephalum and D 
nigripes, 7521 
Mitogen-activated protein kinase 
activation by NGF to stimulate CREB 
phosphorylation, 1946 
Fus3 regulation of Ty! retrotransposition, 
2502 
JNK and p38 effects on cardiomyocyte 
hypertrophy, 3518 
linkage to gp130, 4109 
p38 regulation of Drosophila immunity 
gene expression, 3527 
p42 and p44 activation, 5148 
Raf-FGF Elk! phosphorylation and SRI 
activation role, 2272 
signaling stimulation by integrin, 2571 
SMKI transcriptional regulation, 5970 
Spel regulation of ade6-M26, 7575 
targeting of Elk-1, 710 
Mitogen-activated protein kinase kinase ki- 
nase 
STE11 osmostress-induced activation, 5788 
Mitogen-activated protein kinase kinase ki- 
nase | 
regulation of IKKa and IKKB with NIK, 
7336 
Mitogen-activated protein kinase/extracellu- 
lar signal-regulated kinase 
activation by PKC isotypes, 790 
Mitogenesis 
induction by growth factors and role of 
PLC-y1, 590 
initiation by BPDGFR and role of Sre 
family members, 2014 
Ret/ptc2 signaling, 2298 
role of phosphatidylinositol 3-kinase B, 
7119 
Mitogenic signaling 
link with cell cycle regulation, 7487 
Mitogenicity 
NPM-ALK, 6951 
Mitosis 
DSB processing, 260 
p21°'?' accumulation role in G,/M-phase 
transition, 546 
Pix1 roles in X. laevis, 4262 
recombination in yeast, 6525 
spindle cell cycle checkpoint, 6224 
TFUH and TFIIH-associated cdk7 kinase 
repression, 1467 
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MOBI protein 
role in DBF2 protein kinase action, 2100 
Mof2/Suil protein 
role in translational accuracy, 1506 
Morphogenesis 
atrial chamber-specific slow MyHC 3 gene 
expression, 6023 
component interaction with Spa2 in yeast, 
4053 
Morphological transformation 
Fra-1 induction in epithelioid adenocarci- 
noma cells, 7095 
Mot! protein 
homology to human TAF-172, 1701 
Mot3 protein 
binding to Ty LTR 8 in S. cerevisiae, 1879 
Motility 
Fra-1 induction in epithelioid adenocarci- 
noma cells, 7095 
Mouse 
absence of competition between /gf2 and 
H19, 1903 
adseverin (D5) and adseverin induction by 
IL-9, 4589 
alternative RNA processing during B-cell 
maturation, 1042 
APNG knockout and MMS mutation in- 
duction, 5828 
phenotype, 4385 
c-Cbl deficiency, 4872 
clone 1.9.2 role as transcriptional coacti- 
vator, 1303 
distal chromosome 7 gene cluster imprint- 
ing, 3466 
DNA polymerase a-primase complex sub- 
units, 3552 
E2A gene replacement with human HEB 
cDNA, 3340 
embryo DNA methylation pattern inheri- 
tance, 4149 
embryonic or fetal globin gene interaction 
with LCR, 4188 
ES cell B-APP gene mutations, 4651 
ES cell gene disruption, 3081 
ES cell genomic double-strand breaks, 
4070 
expression of IxBB in T cells, 477 
heat shock factor | intramolecular repres- 
sion, 906 
histone gene expression and YY1, 7106 
Hnf-1a knockout effect on dwarfism and 
diabetes, 3059 
IAP element transposition into B-glucu- 
ronidase gene, 6474 
imprinted H/9 gene modifications, 6767 
MHC class II I-AB gene alternative pro- 
moter, 4433 
minute virus P4 cell cycle-dependent regu- 
lation, 409 
oncostatin M species-specific receptor, 
3357 
p107 deficiency, 7455 
Pe-G proteins Enx! and Enx2, 3572 
quaking \ethal point mutation, 4863 
RAD5S2 targeted inactivation, 6423 
RIP140, 6745 
Shp-2, hematopoiesis, and developmental 
defects, 6075 
spleen development and Aldh/, 7030 
uPA gene induction by UV irradiation, 
4537 
Wnt/B-catenin signaling during embryo- 
genesis, 1248 


Mouse mammary tumor virus 
LTR HSR position and length, 3633 
mrell gene 
role in DSB processing in mitosis and 
meiosis, 260 
MRGI (MEIS2) protein 
trimeric complex with PDX1 and PBX1Ib, 
5109 
mRNA 
5’ cap modification during Xenopus matu- 
ration, 6152 
5’ untranslated leader in mitochondrial 
translation, 1826 
apolipoprotein B, 4426 
cap binding protein elF4E, 5621 
capping apparatus in S. cerevisiae, 5189 
deadenylation directed by AUUUA se- 
quences, 7537 
decapping and Spb8, 5062 
c-fos expression in contracting fibroblasts, 
2659 
heat-stable antigen stability and 3; UTR 
cis elements, 815 
IRESs involved in translation initiation, 
6178 
non-poly(A) translation affected by Ski6p, 
2688 
nonsense-mediated decay, 5272, 612! 
nuclear export and Mex67-Mtr2 com- 
plexes, 6826 
promoter transactivation by Staf domains, 
2650 
reduction in S. cerevisiae by Pol II and 
SII, 5771 
regulation by pVHL, 732 
role of decay in Se-GPx1 gene expression 
regulation, 2932 
stabilization regulated by UV light, 1400 
translation in C. reinhardtii chloroplasts, 
4605 
al-tubulin in C. reinhardtii, 1498 
uncapped, polyadenylated type from HIS4 
expression, 665 
Msh2 and Msh6 proteins 
role in mismatch repair in S. cerevisiae, 
7590 
mSin3 protein 
interaction with ETO, 7176 
MSX1 gene 
haploinsufficiency and selective tooth 
agenesis, 6044 
MTG&(ETO/CDR) protein family 
MTGRI interaction with AMLI-MTG8, 
846 
MTGRI protein 
interaction with AMLI-MTG8, 846 
Mtr2 protein 
complex with Mex67 at nuclear pores, 
6826 
Mts1-Mts2 proteins 
influence on ade6-M26, 7575 
p heavy chain 
gene enhancer redundancy, 6870 
Mucopolysaccharidosis type VII 
murine version, 6474 
Multidrug resistance protein 
fnxl role in transition to G, in S. pombe, 
5239 


Multidrug resistance | protein 
transcription repression by t(8:21) fusion 
protein, 3604 
Multi-KH-domain protein 
vigilin RNA binding site, 3991 
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Muscle 
differentiation regulated by HBP1, 4732 
role of Bin] in differentiation, 566 
role of Rho family G proteins in differen- 
tiation, 1580 
splicing enhancer, 4519 
MusTRDI protein 
binding of slow-muscle-fiber enhancer, 6641 
Mutator phenotype 
dominant negative result of hPMS2 muta- 
tion, 1635 
MutS protein 
human homolog interaction regions, 6616 
Myb protein 
relation to S. pombe cdeSp, 4097 
resemblance to Adf-! TAF-binding motif, 
2252 
role of p160 in transactivation, 989 
SNAP. large subunit, 368 
B-Myb protein 
C-terminal domain regulation of function, 
499 
c-Myb protein 
interaction with c-Maf in myeloid differ- 
entiation, 2729 
Myb-binding protein 
p160 role in transactivation by Myb, 989 
myc boxes I and II 
role as protein degradation signals, 5961 
c-myc gene 
expression activation by p53 mutants, 
3735 
histone acetylation, 6281 
myc protein 
conservation of myc boxes, 5961 
role in cell cycle arrest and cad amplifica- 
tion, 536 
c-Mye protein 
E-cadherin activation via AP-2 interac- 
tion, 3647 
cooperation with cyclin C in hematopoi- 
etic cell cycle, 3445 
role in cyclin E-Cdk2 activation and cell 
cycle, 4499 
Myeloid cell 
development requirement for PU.1 do- 
mains, 4347 
differentiation and role of c-Maf and c- 
Myb, 2729 
differentiation inhibition by Gfi-1B proto- 
oncoprotein, 2462 
erythroid gene expression activated by 
GATA-1, 3278 
growth, differentiation, and apoptosis and 


Notchl- and Notch2-inhibited differentia- 
tion, 2324 
Myeloid hyperpiasia 
presence in p107-deficient mice, 7455 
Myeloid leukemic cell 
vitamin D, inductin targeting of HoxA 10, 
1911 
Myeloid progenitor 
granulopoiesis stimulated by C/EBPa, 
4301 
MYND motif 
role in MDRIL transcription repression, 
3604 
Myocyte 
Pol II phosphorylation, 6729 
MyoD protein 
activation domain intramolecular regula- 
tion, 5678 
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basic region role in transcriptional activa- 
tion signals, 69 
interaction with MEF2, 69 
phosphorylation and degradation, 4994 
role in skeletal muscle differentiation, 
1074 
ubiquitin-mediated degradation, 5670 
Myogenesis 
expression of 2334 
regulation by FGFs via G proteins, 5780 
transcription factor MyoD, 5670 
Myosin heavy chain 
interaction with CBFB and CBFa 
a-Myosin heavy chain 
tissue-specific expression, 7243 
Myosin heavy chain 3 


2, 7432 


atrial chamber-specific expression, 6023 
Myotonic dystrophy kinase-related Cde42- 
binding kinase 
Cdec42 effector in cytoskeletal reorganiza- 
tion, 130 


Nab] protein 
repression of transcription, 512 
Nab2 protein 
NLS, 1449 
NADH dehydrogenase 
subunit ND6 and mtDNA position 7445 
mutation, 5868 
Nascent polypeptide-associated complex 
alpha-chain function as transcriptional 
coactivator, 1303 
bone-specific alpha-chain expression, 1312 
Natriuretic peptide receptor 
A-type activation and role of KHD phos- 
phorylation, 2164 
N-CoR protein 
interaction with ETO, 7176 
recruitment by DAX-1 to SF-1, 2949 
role in PR transcriptional activity, 1369 
ND6 subunit 
effect of mtDNA mutation at position 
7445, 5868 
NDTSO gene 
regulation of middle sporulation gene ex- 
pression, 5750 
Negative cofactor NC2 
role on AREB6 active repression, 10 
Negative regulator of splicing 
RSV, 3103 
Neonate 
acute-phase response and C/EBPa, 7269 
Nerve growth factor 
activation of CREB via multiple MAPKs, 
1946 
Neu differentiation factor 
induction of ErbB-4 heterodimerization, 
5042 
Neu (ErbB-2) protein 
activation mediated by dimerization, 5371 
Neuregulin 
network with ErbB tyrosine kinase, 6090 
Neurite 
FGF-1-induced outgrowth in PC12 cells. 
3762 
Neuroblastoma cell 
RARy, expression controlled by RARY,. 
6482 
Neuron 
location of CortBP1, 5838 
morphology influenced by v-Crk, 3044 
Neuronal cell 
Akt inhibition of apoptosis during differ- 


entiation, 2143 
Neurospora crassa 
AAP mediation of ribosome movement, 
7528 
chromosome VII centromere region struc- 
ture, 5465 
NIT2-NIT4 interaction, 3983 
Neutrophil 
Fey receptor signaling and Syk, 4209 
p21-activated kinase activation, 7130 
Nexin 
association with receptors, 7278 
NF-ATp protein 
binding site usage in EGR3 expression, 


role in CsA lymphoid cell-specific effect, 
4157 
NF-«B p50 protein 
induction by autocrine factor, 5678 
NF-«B protein 
activation of HIV-1 promoter, 3234 
constitutive activation by IkBa, 19 
differential regulation by IkBa splicing 
variants, 2596 
DNA binding regulation by IkBa and 
IkBB, 4221 
functional interference with Sp], 1266 
induction by NIK, 5899 
induction by Ox40 and 4-1BB, 558 
interaction with Stat6, 3395 
regulation of IL-2 expression, 3140 
role in T-cell immune responses, 477 
role in TGF-B activity, 110 
sodium salicylate inhibition of activation, 
NF-«B2 protein 
regulation by Notch-1 and RBP-J«, 2077 
NF-«B-inducing kinase 
induction of NF-«B, 5899 
regulation of IKKa and IKK® with 
MEKK], 7336 
NF-«B/Rel protein 
differential induction by CD40L and LPS, 
5523 
NF-Y protein 
mediation of MDR/ transcriptional regu- 
lation, 4377 
NGFI-A (Egr-1) protein family 
NabI repression of transcription, 512 
NH, terminus 
role in endogenous gene activation by 
HOX11, 3502 
NIH 3T3 cell 
Aldh1 gene expression, 7030 
growth inhibition by RACK], 3245 
NIT2 protein 
interaction with NIT4 in N. crassa, 3983 
NIT$ protein 
interaction with NIT2 in N. crassa, 3983 
Nitrate 
assimilation regulator in ascomycetes, 
1339 
Nitrogen regulatory protein 
NIT2 interaction with NIT4 in N. crassa, 
3983 
NKI protein 
role as partial agonist in vivo, 1275 
Nkx-2 protein 
DNA binding targets coactivated by 
GATA-4 and Nkx-2.5, 3405 
Nkx-2.5 protein 
coactivation with GATA-4 of Nkx-2 DNA 
binding targets, 3405 


SUBJECT INDEX XXIX 


Noisette protein 
developmental requirements, 1835 
Non-AUG codon 
initiation of protein synthesis, 5140 
Nonhairpin coding end 
DNA breaks in V(D)J recombination, 
2029 
Nonimmunoglobulin transgene 
regulation by alternative RNA processing, 
1042 
Non-insulin-dependent diabetes mellitus 
role of Hnf-/a mutation in mice, 3059 
Non-poly(A) mRNA 
translation affected by Ski6p, 2688 
Nonsense 
mediation of MRNA decay, 6121 
mediation of TP] mRNA decay, 5272 
Nonstructural 5A protein 
control of PKR, 5208 
Nontelomeric DNA 
preferential elimination in E. crassus, 1544 
Notch protein 
cytokine-specific effects on myeloid differ- 
entiation, 2324 
inhibition of E47, 2230 
pathway intermediate HES-1, 7166 
Notch-1 protein 
regulation of NF-«B2 via RBP-J«, 2077 
signaling activation by Delta-1, 7423 
NR box 
role in TIF2-nuclear hormone receptor 
interactions, 6001 
nrdl gene 
role in S. pombe differentiation, 4488 
Nrl-Maf protein 


role in lens-specific ¢-crystallin expression, 
206 


N-terminal domain 
D. melanogaster DNA topoisomerase I, 
4358 
function in RAP74 action on RNA Pol II. 
2130 
role in E3 inhibition of PKR, 7304 
role in IkBa masking of NLS, 2640 
role in Sir3 telomeric silencing, 6110 
Nuclear corepressor 
complex with HDAC and recruitment by 
ETO, 7185 
NCoR and SMRT role in PR transcrip- 
tional activity, 1369 
Nuclear envelope protein 
lamin, otefin, and YA interactions, 4315 
Nuclear export 
equine infectious anemia virus Rev pro- 
tein, 3889 
role in p53 degradation, 7288 
Nuclear factor 
interaction with snoRNA box C/D con- 
served elements, 1023 
Nuclear hormone receptor 
corepressor interactions in transcriptional 
silencing, 5724 
interactions with TIF2, 6001 
Nuclear import 
HsfA2 and HsfAl, 2240 
loss of control by IkBa, 5445 
transportin pathway conservation, 4141 
Nuclear import sequence 
cis-acting class defined by ankyrin repeats, 
2524 
Nuclear lamina 
D. melanogaster YA protein, 188 


. 
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Nuclear localization 
role in FAA activity, 5952 
role of IkBa ankyrin repeats, 2524 
Nuclear localization signal 
masking by IkBa, 2640 
recognition and nuclear transport of im- 
portin-a, 4819 
recognition by armadillo repeats, 4819 
role in Tyl transposition, 1105, 1115 
yeast Nab2 poly(A)’ RNA binding pro- 
tein, 1449 
Nuclear matrix 
role in PEBP2aB stimulation of Py DNA 
replication, 4165 
Nuclear matrix protein 
interaction with RNA Pol II phosphory- 
lated CTD, 2406 
Nuclear orphan receptor 
CAR heterodimer with RXR, 5652 
TR2, 6745 
Nuclear pore 
Mex67-Mtr2 complex role in nuclear 
mRNA export, 6826 
Nuclear receptor 
DAX-1 recruitment of N-CoR to SF-1, 
2949 
Nuclear receptor corepressor 
N-CoR recruitment by DAX-1 to SF-1, 
2949 
Nuclear splicing 
role in nonsense-mediated TP] mRNA 
decay, 5272 
Nuclear translocation 
DNA polymerase a catalytic subunit, 3552 
role of virus-induced phosphorylation of 
IRF-3, 2986 
Nuclear transport 
role of CAN/NUP214, 1236 
Nuclease 
association with telomerase in E. crassus, 
1544 
Nucleic acid 
binding by bleomycin hydrolase, 3580 
Nucleic acid helicase 
Senl role in snoRNA synthesis, 6885 
Nucleocytoplasmic transport factor 
role, 6374 
Nucleolar phosphoprotein nucleophosmin 
interaction with ALK and mitogenicity, 
6951 
Nucleolar protein 
p160 role in transactivation by Myb, 989 
Nucleoporin 
CAN/NUP214 role in growth arrest and 
nuclear transport, 1236 
Nucleosome 
acetylation and role of GCNS5 and P/CAF, 
5659 
disruption by Gal4 and role in chromatin 
remodeling, 1201 
DNA interaction with core histone tails, 
6293 
transcription and role of core histone 
acetylation, 4629 
translational position role in TFITA- 
rDNA binding, 1156 
Nucleosome B 
effect on MMTV LTR HSR position and 
length, 3633 
Nucleotide excision repair 
inhibition of Pol II transcription, 2668 
Nucleus 
elimination of CDC6/Cdcl18 at onset of S 


phase, 2758 
export of yeast importin a, 6805 
IkBa regulation of c-Rel, 1213 
mRNA export, 6826 
MyoD phosphorylation and degradation, 
4994 
Numb protein 
antagonism of function by Nak, 598 
interaction with Mdm2, 3974 
Numb-associated kinase 
antagonism of Numb function, 598 
Nut! and Nut2 proteins 
regulation of /acZ reporter gene in yeast, 
4707 


Oafl protein 
regulation of peroxisomal proteins in 
yeast, 6560 
OBF-1 protein 
interaction with POU domains, 7397 
OCA-B protein 
specific coactivation of B cells, 3803 
Oct-1 protein 
interaction with SNAP. large subunit, 368 
Oct-3/4 protein 
binding to octamer site and regulation of 
Rex-1, 1866 
Oct-6 protein 
binding to octamer site and regulation of 
Rex-1, 1866 
Octamer 
binding to Oct-3/4 and Oct-6 and regula- 
tion of Rex-/, 1866 
Octamer transcription factors | and 2 
recruitment to DNA by GR, 3416 
Okadaic acid 
transport arrest in RER and COPII- 
coated structures, 1125 
Okazaki fragment 
processing nuclease mutation rad27, 2779 
Oligopryimidine 
gene relation to UI7 snoRNA host gene, 
4509 
Oncogene 
activation of c-Rel, 5445 
Mas signaling and transformation, 1225 
v-rel-induced transformation, 2997 
sequence-directed base mispairing, 4659 
Oncogenic transformation 
promotion by PI 3-kinase activation, 5699 
Oncoprotein 
discrimination between p53 and p73, 6316 
E2A-HLF antiapoptotic activity, 6035 
Oncoprotein tyrosine kinase 
p210 ber-abl signaling antagonized by 
PTPIB, 2965 
Oncostatin M 
species-specific receptor in mice, 3357 
Oocyte 
HSP90 interaction with HSF1, 4949 
maturation and 5’ cap mRNA modifica- 
tions, 6152 
oskar translation in the absence of Bicau- 
dal-C, 4855 
Orcl protein 
association with CDC6/Cdc18, 2758 
Origin of bidirectional replication 
presence in the DHFR gene initiation 
zone, 3266 
Origin of replication 
ars3002 binding to Abp2 in S. pombe, 
1670 
concurrent replication and methylation in 
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mammals, 3475 
Osf2/Cbfal protein 
transactivation and heterodimerization 
with Cbfp, 4197 
oskar gene 
premature translation, 4855 
Osmostress 
induction of STE]! MAPKKK activation, 
5788 
Osteoblast 
specificity of Osf2/Cbfal, 4197 
Otefin 
interactions with lamin and YA, 4315 
Ox40 
TRAF binding and NF-«B induction, 558 


P4 promoter 
role in MVM transcription, 409 
pl6 protein 
inactivation in HMEC by CpG island 
methylation, 1793 
pl6’**“ protein 
mediation of growth suppression, 5284 
participation in G, arrest checkpoint, 378 
protein 
expression during myogenesis, 2334 
p21 protein 
modulation of DNA primer-template rec- 
ognition complex, 4177 
role in cellular defects and tumorigenesis 
in mice, 4385 
p2l-activated protein kinase 
activation in neutrophils, 7130 
p21"?! protein 
nuclear accumulation in late G,, 546 
210 Wall protein 
role in G,/S and G,/M transitions, 629 
gene 
repression by Gfi-1B proto-oncoprotein, 
2462 


p21*"' protein 


p53-dependent elevation of expression by 
UV light, 1400 
stabilization by p120'*", 459 


p2i" 


protein 
upregulation by GGTI-298, 6962 
p23 protein 
homology to yeast Sbalp, 3727 
role in Hsp90-dependent signaling protein 
function, 3330 
p27 protein 
regulation of exit from quiescence, 6605 
p27?! protein 
regulation of expression by Stat proteins, 
1996 
p27*'" protein 
overexpression and transcriptional effects 
of CREs, 409 
p38 mitogen-activated protein kinase 
activation by NGF to stimulate CREB 
phosphorylation, 1946 
activation by sodium salicylate, 78 
role in IkBa phosphorylation and degra- 
dation, 78 
p38 protein 
effect on cardiomyocyte hypertrophy, 3518 
regulation of Drosophila immunity gene 
expression, 3527 
p42 protein 
activation in response to CSF-1/c-fms sig- 
naling, 5148 
p44 protein 
activation in response to CSF-1/c-fms sig- 
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naling, 5148 
p48 protein 
activation of UV-damaged-DNA binding 
factor, 4391 
p50 protein 
homodimer NLS masked by IkBa N-ter- 
minal domain, 2640 
P52''?* protein 
modulation of P58'"* inhibitory function, 
859 
p52°"* protein 
role as TCPTP substrate, 1622 
p53 protein 
activation of c-myc expression, 3735 
alteration of mitosis via CKsHs1, 6224 
apoptosis- but not cell cycle arrest-defec- 
tive mutants, 3692 
ARF cell cycle regulatory gene promoter 
downregulation, 6457 
C terminus regulation of Mdm2-directed 
degradation, 5690 
deficiency role in gene amplification, 3089 
degradation by MDM2 and E6, 7288 
discrimination from p73, 6316 
fidelity control of homologous recombina- 
tion, 5332 
induction of GADD45, 2768 
interactions with chaperones altered by 
geldanamycin, 1517 
MYC abrogation of cell cycle arrest medi- 
ation, 536 
postmitotic checkpoint role after spindle 
disruption, 1055 
role in cell growth arrest and apoptosis, 
4272 
role in cellular defects and tumorigenesis 
in mice, 4385 
role in cellular senescence, 1611 
role in p21*"' expression elevation by 
UV light, 1400 
role in thymic lymphoma, 3495 
role in Werner helicase gene transcrip- 
tion, 6191 
P58'"* protein 
inhibition of protein kinase PKR dimer- 
ization, 2431 
inhibitory function modulation by P52''*, 
859° 
p60/Stil protein 
homology to S. cerevisiae Cns1, 7344 
p62 protein 
role in aPKC localization into endosomes, 
3069 
p65 protein 
cross-linking with 5’ splice site-U 1 
snRNA, 6910 
p70°* protein 
A. thaliana homolog AtS6k2, 2038 
P73 protein 
discrimination from p53, 6316 
p85 protein 
association with Tie2 tyrosine 1101, 4131 
regulatory subunit p1 10a catalytic subunit 
inhibition, 1379 
p85a-p1 108 protein 
role in fibroblast mitogenesis, 7119 
p85/p110 phosphatidylinositol 3'-kinase 
regulation via pl 10a catalytic subunit sta- 
bilization, 1379 
p107 gene 
deficiency in certain mouse strains, 7455 
p107 protein 
cyclin-binding domains, 5380 


functional compensation for p130 defi- 
ciency in T cells, 206 
pll0a@ protein 
catalytic subunit stabilization and inhibi- 
tion by p85, 1379 
pllORb protein 
role in Tax dysregulation of cell cycle, 
3620 
RasGAP protein 
interaction with p190 RhoGAP, 7052 
p120'* protein 
role in cell growth and p 
tion, 459 
p130 protein 
dispensability in peripheral T lympho- 
cytes, 206 
p130°“ protein 
physiological target of PTP1B, 250 
p160 protein 
role in transactivation by Myb, 989 
p190 RhoGAP protein 
interaction with pl20 RasGAP, 7052 
p202 protein 
role in skeletal muscle differentiation, 1074 
p210 ber-abl protein 
signaling antagonized by PTP1B, 2965 
p270 protein 
component of mammalian SWI/SNF com- 
plexes, 3596 
p300 protein 
coactivator role in Ets-1 transactivation, 
2218 
interactions with HTLV-1 Tax, 2392 
role in bHLH activation of insulin gene 
transcription, 2957 
p300/CREB binding protein 
relation to p270, 3596 
role in hypoxia-induced transcription, 
4089 
protein 
RRM2 interaction with eIF4G, 51 
PAK kinase 
morphological role downstream of Cde42 
and Racl, 2153 
Pancreas 
elF2a kinase PEK, 7499 
homeodomain protein PDX1, 5109 
Paramecium tetraurelia 
maternal inhibition of IES developmental 
excision, 7075 
Parent 
specificity of epigenetic modifications of 
H19, 6767 
PAS domain 
role in dioxin receptor function, 4079 
PASTICCINO] gene 
effect on A. thaliana development, 3034 
PAX3 protein 
lack of activation of PDGFaR, 4118 
PAX3-FKHR transcription factor 
activation of PDGFaR, 4118 
Pax-6 protein 
repression of lens fiber cell-specific B-crys- 
tallin, 5579 
role in lens-specific ¢-crystallin expression, 
2067 
Pbp! protein 
regulation of polyadenylation, 
PBX 1b protein 
trimeric complex with PDX1 and MRG1I 
(MEIS2), 5109 
PC12 cell 
FGF-induced differentiation, 3966 


21"4"" stabiliza- 


7383 
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neurite outgrowth induced by FGF-1, 
3762 
Pc protein 
interaction with Psc, 2712 
P/CAF protein 
recognition of nucleosomal substrates, 
5659 
Pcl8 and Pcl10 proteins 
control of glycogen biosynthesis, 3289 
Pdr! protein 
regulation by Hsp70 in S. cerevisiae, 1147 
PDX1 protein 
trimeric complex with PBX1b and MRG1 
(MEIS2), 5109 
PEK protein 
pancreatic elF2a kinase and translational 
control, 7499 
PER protein 
influences of light and heat on expression, 
2004 
positive regulator in D. melanogaster, 6142 
period gene 
molecular and behavioral rescue, 6505 
Peroxin 
PpPex! and PpPex6 role in peroxisome 
biogenesis, 936 
Peroxisomal protein 
gene regulation by Oafl and Pip2 (Oaf2), 
6560 
Peroxisome 
biogenesis in Y. kpolvtica and role of ER, 
2789 
role of AAA family peroxins in biogene- 
sis, 936 
role of Pexl9p in biogenesis in S. cerevi- 
siae, 616 
Peroxisome proliferator-activated receptor 6 
transactivation with RXR, 3483 
Peroxisome targeting signal 
type | receptor role in import of PTS] 
and PTS2, 38% 
Pertussis toxin 
effect on G proteins, 5780 
PEST region 
PU.1 role in myeloid cell development, 
4347 
PEST sequence 
role in yeast permease endocytosis, 314 
PEST-like sequence 
uracil permease phosphorylation and 
ubiquitination, 314 
protein 
role in PTS1 and PTS2 transport, 388 
PEX12 gene 
cDNA cloning and protein characteriza- 
tion, 4324 
Pex19 protein 
role in peroxisome biogenesis in S. cerevi- 
siae, 616 
ph protein 
interaction with Psc, 2712 
Phenobarbital 
induction of transcription, 5652 
Pheromone 
role in G, cell cycle arrest, 3681 
Pho2 protein 
DNA binding mediated by Swi5, 6436 
interaction with Pho4 at PHOS promoter, 
2629 
Pho4 protein 
acidic activation domain, 5818 
Pho2 interaction, UASp! binding, and 
transactivation, 2629 
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PHOS gene 
promoter location of Pho2-Pho4 interac- 
tions, 2629 
Pho85 protein kinase 
substrate specificity determined by Pcl8 
and Pcll0, 3289 
Phorbol ester 
influence on Cl domain, 6995 
Phosphatidylinositol 3’-kinase 
p85/p110 regulation, 1379 
role in PyV MT-mediated mammary tu- 
morigenesis, 2344 
Phosphatidylinositol 3-kinase 
activation by Tie2, 4131 
effect on Akt, 2143 
interaction with IL-2RB and Jak1, 6416 
role in CDS signaling, 1725 
role in cell cycle entry and oncogenic 
transformation, 5699 
Phosphatidylinositol 3-kinase B 
role in fibroblast mitogenesis, 7119 
Phosphatidylinositol 4,5-biphosphate 
role in Ras/Rac-induced cytoskeletal 
changes, 3829 
Phosphoinositide 3-kinase 
activation and the CD2 cytoplasmic do- 
main, 5291 
role in PKB activation and lamellipodium 
formation, 1802 
role in survival signaling, 6711 
Phosphoinositide 3-kinase 
role in cytoskeletal reorganization, 4744 
Phospholipase C-y 
use by NPM-ALK in mitogenicity, 6951 
Phospholipase C-y1 
role in growth factor-induced mitogenesis, 
590, 
Phospholipid 
effect on ASAP 1, 7038 
N-(Phosphonacetyl)-L-aspartate 
role of MYC in treated cells, 536 
Phosphorylation 
PKA at Thr-197 by PKA kinase, 1416 
pRb, 753 
role in RasGAP RNase activity, 3956 
yeast uracil permease, 314 
Phosphotyrosine 
role in p190 RhoGAP-p120 RasGAP in- 
teraction, 7052 
Phosphotyrosine binding domain 
interaction with Nak in Numb, 598 
role in insulin-mediated apoptosis inhibi- 
tion, 6784 
Physarum polycephalum 
insertional editing of tRNAs, 7521 
Physiological cell death pathway 
roles of Bcl-2, caspase, and CDKs, 2912 
Pichia pastoris 
PpPex! and PpPex6 role in peroxisome 
biogenesis, 936 
Pig 
uPA gene cAMP-responsive enhancer, 
4698 
Pip protein 
synergy with E47, 4639 
Pip2 (Oaf2) protein 
regulation of peroxisomal proteins in 
yeast, 6560 
pip92 gene 
SRE activation by Raf and FGF, 2272 
PKA protein 
inhibition by AAV regulatory proteins, 
5921 


PKR protein 
autophosphorylation in the activation 
loop, 2282 
dimerization and activation by dsRNA, 
7009 
dsRNA-independent dimerization, 2431 
inhibition by vaccinia virus E3, 7304 
regulation by Alu RNA, 58 
regulation via P58'"* modulation by 
859 
PKR protein kinase 
control by HCV NSSA protein, 5208 
Plant 
A. thaliana development, 3034 
homologous host gene posttranscriptional 
silencing, 6165 
Plasmodium falciparum 
telomerase, 919 
Platelet 
activation of small GTPase Ral by Ca?’ 
2486 
Platelet-derived growth factor alpha recep- 
tor 
activation by PAX3-FKHR but not PAX3, 
4118 
Platelet-derived growth factor B receptor 
initiation of mitogenesis, 2014 
Pleckstrin homology domain 
role in insulin-mediated apoptosis inhibi- 
tion, 6784 
role in Sos! N terminus, 771 
Pix] protein 
roles in X. laevis mitosis, 4262 
PML protein 
formation of complexes with pRB, 1084 
interaction with HCMV IE1, 4899 
pol3-t gene 
role in micro- and minisatellite DNA de- 
stabilization, 2779 
Polarity 
CAG repeat tract changes in yeast, 4597 
Polarity protein 
interaction with Spa2p, 4053 
Polo-like kinase 
Cdc5 regulation by cell cycle, 7360 
Pix! roles in X. laevis mitosis, 4262 
Poly(A) 
length change effect on 5’ cap MRNA 
modifications, 6152 
role in transcription termination, 276 
Poly(A) polymerase 
processivity in S. cerevisiae, 5942 
role in cell growth, 5010 
Poly(A) tail 
length control in S. cerevisiae, 6548 
Poly(A)’ RNA binding protein 
S. cerevisiae Nab2, 1449 
Poly(A)-binding protein 
interaction with Pbp1, 7383 
Polyadenylation 
regulation by Pbp1, 7383 
regulation by Ul snRNPs and SRp20, 
4977 
Poly(ADP-ribose) polymerase 
association with XRCC1, 3563 
Polycomb-group protein 
Eed interaction with Ezh2, 5634 
Enx! and Enx2 interaction with Eed, 3572 
Enxl/EZH2 interaction with EED, 3586 
esc and E(z) interaction, 2825 
Psc interaction with ph and Pc, 2712 
Polymerase a 
subunits of complex with primase 
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Polymerase 8 
pol3-t and micro- and minisatellite desta- 
bilization, 2779 
Polymerase I 
rDNA transcription activation via TBP- 
UAF interaction, 3752 
transcript expression of I-Ppol, 5809 
Polymerase II 
association with human cyclin K, 4291 
changes during initiation-elongation tran- 
sition, 5343 
complex with chromatin structure-modify- 
ing factors, 5355 
CTD interaction with nuclear matrix pro- 
tein, 2406 
holoenzyme interaction with Gen4p acti- 
vation domain, 1711 
interaction with EWS and hTAF,,68, 1489 
Med6-Srb4 interaction during transcrip- 
tion, 5364 
mitotic repression of transcription, 1467 
Ras- and GAP-dependent phosphoryla- 
tion, 6729 
reduction of S. cerevisiae MRNA levels, 
5771 
subunit 5 interaction with RMP, 7546 
subunit hsRPB4 interaction with hsRPB7 
and Pol II, 1935 
transcription inhibition by NER, 2668 
transcriptional initiation, elongation, and 
recycling, 2130 
Polymerase II holoenzyme 
transcription initiation, 4455 
Polymerase III 
factor TFIIIB-DNA complex architecture, 
1682 
promoter transcriptional activation by 
TAg interaction, 1331 
TBP-associated factor Brf binding to TBP 
surface, 1692 
transcription initiation complex compo- 
nent Brf, 5587 
transcription of nucleosomal arrays, 4629 
Polyomavirus 
middle T-mediated mammary tumorigene- 
sis, 2344 
MT and ST interactions with PP2A, 7556 
PEBP2aB stimulation of DNA replica- 
tion, 4165 
PEBP2/CBF and subunits, 2444 
PEBP2/CBFa subunit cytoplasmic seques- 
tration, 4252 
Polyomavirus enhancer binding protein 
2/core binding factor a 
subunit cytoplasmic sequestration by 
PEBP2/CBFB-SMMHC, 4252 
Polytene chromosome 
puff localization of SCF, 6737 
Position 7445 
mutation effects on ND6 gene expression, 
S808 
Postmitotic checkpoint 
role of p53 after spindle disruption, 1055 
Posttranscriptional silencing 
plant homologous host genes, 6165 
POU homeodomain 
interaction with OBF-1, 7397 
POU protein 
Oct-3/4 and Oct-6 regulation of Rex-/, 
1866 
POU transcription factor 
Brn-3a and -3b interaction with ER and 
ERE, 1029 
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POU-specific domain 
interaction with OBF-1, 7397 
pp90™! protein 
ER regulation via Ser-167 phosphoryla- 
tion, 1978 
PpLSU3 intron 
encoding of I-Ppol, 5809 
PpPex! and PpPex6 proteins 
interaction and role in peroxisome bio- 
genesis, 936 
PR264/SC35 retropseudogene 
encoding of SRp46, 4924 
pRB protein 
functional compensation for p130 defi- 
ciency in T cells, 206 
role in blocking DNA replication and en- 
doreduplication, 629 
pRb-binding domain 
role in BKV TAg induction of E2F, 1746 
Pre-B cell 
interactions with stromal cells and IL-7 
requirements, 5247 
Precursor protein 
import into mitochondria, 3173 
Preinitiation complex 
components recruited by upstream activa- 
tors, 2876 
Pre-mRNA 
5’ cap role at 5’ splice sites, 7510 
heterodimeric splicing factor U2AF, 1765 
processing defect in S. cerevisiae, 7139 
rat FGF-R2 splicing, 2205 
role of Prp39p and Prp42p in splicing, 353 
role of Sip] in splicing, 676 
splicing and CUS2, 5000 
splicing machinery association with cyclin 
E, 4526 
U2 and US interaction role in splicing, 
2055 
Preprotein 
binding and translocation, 5256 
Preprotein translocase 
outer mitochondrial membrane, 6515 
Primary initiation site 
identification in the DHFR gene initiation 
zone, 3266 
Primase 
subunits of complex with DNA polymer- 
ase a, 3552 
Primer cleavage 
role of E. crassus telomerase, 1544 
PrKX protein 
inhibition by AAV regulatory proteins, 
5921 
Pro-B cell 
E2A-HLF antiapoptotic activity, 6035 
Prodynorphin 
gene derepression by PKA, 6921 
Progesterone receptor 
role of Hip in assembly, 944 
Progestin 
inactivation of CDK, 1812 
Prohibitin 
interaction with mitochondrial inheritance 
components, 4043 
Prolactin 
receptor signaling domain structure-func- 
tion analysis, 896 
regulation of BCE-1, 2184 
Prolactin receptor 
signaling domain structure-function analy- 
sis, 896 


Proliferation 
promotion by ATF2 and v-Jun, 7020 
regulation by AP1 in EPO-dependent ery- 
throid cells, 3699 
Proline-rich sequence 
presence in the CD2 cytoplasmic domain, 
5291 
Promoter region 
mutation affecting Tetrahymena rDNA 
replication, 3021 
Promyelocytic leukemia 
gene product PML complexes with pRB, 
1084 
Promyelocytic leukemia protein 
interaction with Spl, 7147 
Promyelocytic leukemia zinc finger protein 
myeloid cell growth and apoptosis role, 
5533 
Protamine 
association with DNA in human sperm, 
3350 
Protease 
linkage with endonucleases in apoptosis 
by L-DNase II, 3612 
Proteasome 
mediation of degradation of IRF-3, 2986 
regulatory particle in S. cerevisiae, 3149 
role in protein degradation, 5961 
role with ubiquitin in PKC activation and 
degradation, 839 
role with ubiquitin in Ste6 degradation in 
yeast, 779 
Proteasome inhibitor 
induction of hsp’s and trehalose in S. cer- 
evisiae, 30 
Protein degradation 
regulation of HSF2, 5091 
signaling via myc boxes, 5961 
Protein interaction domain 
Roaz protein, 6447 
Protein kinase A 
activation of CPS gene hormone response 
unit, 6305 
dependence on cAMP and role in apopto- 
sis, 3509 
effects on Ras effector pathways, 3718 
phosphorylation at Thr-197 by a PKA ki- 
nase, 1416 
role in human prodynorphin derepression, 
6921 
Protein kinase A kinase 
phosphorylation of PKA at Thr-197, 1416 
Protein kinase B 
PI 3-kinase-mediated activation regulated 
by Ras, 1802 
role in insulin-stimulated protein synthe- 
sis, 3708 
Protein kinase C 
activation of MAPK/ERK pathway, 790 
activation triggering of ubiquitination and 
degradation, 839 
atypical-isoform localization into endo- 
somes, 3069 
control of temperature-induced FSK2 ex- 
pression, 1013 
5 subspecies translocation and activation, 
5263 
yn and 8 isoforms in differentiating kera- 
tinocytes, 5199 
Protein kinase Cd 
inactivation of DNA-PK, 6719 
role in IGF-IR-mediated transformation, 
S888 
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Protein kinase Cd 
role in insulin-stimulated glucose uptake, 
6971 
Protein kinase domain 
role in GCN2 dimerization, 2697 
Protein kinase PKR 
regulation via P58'’* modulation by 
259 
Protein phosphatase 2A 
Ba subunit interaction with type | TGF-B 
receptors, 6595 
interactions with MT and ST, 7556 
Protein serine/threonine phosphatase 
Ptc2 regulation of unfolded-protein re- 
sponse, 1967 
Protein synthesis 
initiation with non-AUG codons and non- 
Met amino acids, 5140 
stimulation by insulin and role of Akt, 3709 
Protein transport 
arrest in RER and COPII-coated struc- 
tures by OA, 1125 
Protein tyrosine kinase 
Svk role in Fey receptor signaling, 4209 
ZAP-70/Syk role in Lek-influenced TCR 
function, 2855 
Protein tyrosine phosphatase 
specific substrates EGFR and p52°"* in 7 
cells, 1622 
Protein tyrosine phosphatase 1B 
antagonism of p210 ber-abl signaling, 2965 
transformation suppression requirement 
for SH3 ligand, 250 
Protein tyrosine phosphatase 2 
SHP-2 role in gp130 signaling and APP 
gene induction, 1525 
Protein tyrosine phosphatase 6 
second catalytic domain binding to PTPo- 
D1, 2608 
Protein tyrosine phosphatase SHP-1 
binding proteins and substrates in macro- 
phages, 3838 
Protein tyrosine phosphatase o 
first catalytic domain binding by PTP8-D2, 
2608 
Proteinase inhibitor 9 
protection against apoptosis, 6387 
Proteolytic cleavage 
elF4G during apoptosis, 7565 
Proto-oncoprotein 
Gfi-1B repression of p2/"*"’ and cell dif- 
ferentiation, 2462 
Protozoan 
snoRNAs from SLA RNA locus, 4409 
Proximal sequence element 
UI and U6 snRNA gene in D. melano- 
gaster, 1570 
Proximal sequence c'ement-binding protein 
subunit interaction with U1 and U6 
snRNA gene PSEs, 1570 
Prp19 protein 
interaction with Snt309p, 2196 
Prpi9-associated complex 
component Snt390p, 2196 
Prp39 and Prp42 proteins 
role in commitment complex formation, 
353 
role in pre-mRNA splicing, 353 
Psc protein 
interaction with ph and Pe, 2712 
Pseudohypha 
growth affected by Ash] in S. cerevisiae, 
2884 
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Ptc2 protein 
regulation of unfolded-protein response, 
1967 
PU.1 protein 
domains required in myeloid cell develop- 
ment, 4347 
synergy with AMLI, 3915 
Puff 
localization of SCF on polytene chromo- 
somes, 6737 
pX protein 
targeting of TFIIB in HBV transcription 
coactivation, 1562 
PXOXT motif 
role in LMP1-TRAF interaction and 
EGFR expression, 2835 
Pyrimidine 
role in intron bridging, 5425 


Qk! protein 
structure-function analysis, 4863 
quaking gene 
lethal point mutation preventing ho- 
modimerization, 4863 
Quiescence 
exit regulation by p27 and cyclin D1- 
CDK4, 6605 


R2 endonuclease 
RNA- induced changes, 3455 
Rac guanosine exchange factor 
role in cytoskeletal reorganization, 4744 
Rac protein 
role in cytoskeletai reorganization, 4744 
role in EGF induction of the c-jun pro- 
moter, 1074 
role in Mas oncogene signaling and trans- 
formation, 1225 
role in T-lymphocyte spreading and adhe- 
sion, 3936 
Racl protein 
association with a lipid kinase signaling 
complex, 762 
role in CDS signaling, 1725 
role upstream of PAK kinases, 2153 
RACK] protein 
inhibition of Src kinases and NIH 3T3 cell 
growth, 3245 
RAD9 gene 
checkpoint control of yeast recombina- 
tion, 1190 
rad12° gene 
cell cycle checkpoint control and homol- 
ogy to BLM gene, 2721 
Rad24 protein 
interaction with Rfc5, 5485 
RAD26 gene 
role in NER inhibition of Pol IL transcrip- 
tion, 2668 
rad27 gene 
role in micro- and minisatellite DNA de- 
stabilization, 2779 
RADS2 gene 
deficiency in DT40 cells, 6430 
mediation of recombination in S. cerevi- 
siae, 1891 
targeted inactivation, 6423 
Rad52 protein 
interaction with RPA, 4400 
Raf protein 
phosphorylation of Elk! and activation of 
SRE of pip92, 2272 
Ras-dependent activation, 6698 


Raf-1 protein 
activity influenced by 14-3-3 proteins, 
5229 
interaction with Rb, 7487 
Ras-dependent activation, 3947 
RafCl protein 
regulatory epitopes controlling Raf activa- 
tion, 6698 
RAG protein 
complex with HMG! and role in V(D)J 
12/23 rule, 6408 
interaction with RSS for V(D)J recombi- 
nation, 655 
RAGI and RAG? proteins 
roles in V(D)J recombination, 4659 
Ral protein 
activation by Ca?’ 
Rap! protein 
C terminus and telomere formation, 1284 
RAP74 protein 
effect on RNA Pol II, 2130 
Rapamycin 
induction of G, program of transcrip- 
tional repression, 4463 
interference with TOR signaling pathway, 
4463 
Ras exchange factor 
Sosl N terminus Dbl and PH domain 
roles, 771 
ras gene 
sequence-directed base mispairing, 4659 
Ras protein 
activation in TPO-mediated differentiation 
signaling, 4282 
cross talk with PKA, 3718 
regulation of PI 3-kinase-mediated events, 
1802 
role in X regulation of Pol I-dependent 
promoters, 7086 
role in anchorage-independent growth, 
2586 
role in Pol Il phosphorylation, 6729 
role in Raf activation, 6698 
role in Raf-1 activation, 3947 
signaling pathway use by M-CSF and 
GM-CSF receptors, 3851 
RasGAP protein 
association with G3BP, 3956 
control of Rho-mediated cytoskeletal re- 
organization, 5567 
RasGRP protein 
regulation by Cl domain, 6995 
Ras/mitogen-activated protein kinase 
inhibition by cGMP-dependent protein 
kinase, 6983 
pathway activation by EGFRs, 7192 
Ras/Rac protein 
induction of cytoskeletal changes, 3829 
Rat 
FGF-R2 pre-mRNA splicing, 2205 
fibronectin gene repression by GIOBP-1, 
4772 
Rat-1 cell 
Wat-! induction of B-catenin and Tct/Lef 
transcription, 2474 
RB family protein 
inactivation by SV40 TAg J domain, 1408 
RB protein 
E-cadherin activation via AP-2 interac- 
tion, 3647 
interaction with Raf-1, 7487 
relation to p107, 7455 
role in Werner helicase gene transcrip- 


in platelets, 2486 
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tion, 6191 
Rbi2 protein 
complex with B-tubulin, 1757 
RBP-J protein 
association with KyoT2, 644 
RBP-J« protein 
role in Notch-1 regulation of NF-«B2, 
2077 
rcdl* gene 
role in sexual development in S. pombe, 
887 
rCop-1 protein 
downregulation by cell transformation, 
6131 
gene 
transcriptional autoregulation in S. cerevi- 
siae, 4358 
Receptor tyrosine kinase 
dimer interface in Neu (ErbB-2), 5371 
Recombination 
RAD9 checkpoint control in yeast, 1190 
stimulation by double-strand breaks in ES 
cells, 4070 
Recombination checkpoint 
regulation of middle sporulation gene ex- 
pression, 5750 
Recombination signal sequence 
interaction with RAG protein for V(D)J 
recombination, 655 
Reinitiation rate 
increase by HSF, 361 
v-rel gene 
induction of transformation mediated by 
AP-1 factors, 2997 
c-Rel protein 
homodimer NLS masked by IxBa N-ter- 
minal domain, 2640 
oncogenic activation, 5445 
regulation by IkBa in the cytoplasm and 
nucleus, 1213 
Rep protein 
inhibition of PrKX and PKA, 5921 
Replication 
concurrence with methylation in mam- 
mals, 3475 
errors during Tyl transposition, 1094 
Replication checkpoint 
Cde2 Tyr phosphorylation in S. pombe, 
3782 
Replication factor C complex 
third-largest subunit, encoded by RFC2, 
4914 
Replication initiation complex 
hepatitis B virus, 6265 
Replication origin 
rDNA in S. pombe, 7294 
Replication protein A 
binding of ssDNA, 7225 
middle subunit contact of SV40 RNA- 
DNA primers, 6399 
role in XP-E DNA repair defect, 3182 
Repression domain 
Engrailed interaction with Groucho, 2804 
Restriction enzyme 
mediation of DNA integration in S. cer- 
evisiae, 1736 
RET protein 
loss of function in HSCR disease, 3321 
Retinaldehyde dehydrogenase 2 
expression induced by TALI and LMO, 
6939 
Retinoblastoma protein 
C-pocket contribution to growth suppres- 


j 
a 
q 
q 
j 


VoL. 18, 1998 


sion, 4032 
DNA replication regulation and associa- 
tion with MCM7, 2748 
formation of complexes with PML, 1084 
inactivation via cyclin-cdk complex modifi- 
cation, 753 
targeting of HBP1, 4732 
Retinoblastoma tumor suppressor protein 
regulation of cellular genes in a chromo- 
somal context, 4565 
Retinoic acid 
cell death effects in combination with 
IFN, 6493 
Retinoic acid receptor y, 
control of RARy, expression in NB cells, 
6482 
Retinoic acid receptor y, 
expression controlled by RARy, in NB 
cells, 6482 
Retinoid 
signal integration with ECM and growth 
factor signals, 6666 
Retinoid X receptor 
heterodimer with CAR in PB-inducible 
transcription, 5652 
transactivation with PPAR8, 3483 
Ret/ptc2 protein 
role of She and Enigma in mitogenic sig- 
naling, 2298 
Retrotransposable element 
R2 RNA-induced changes, 3455 
Retrotransposition 
role of Tyl integrase NLS, 1105 
stimulation by /ir-cac synergy in yeast, 
4783 
Retrotransposon 
Tfl reverse transcription, 6859 
Tf2 mebilization, 6839 
Ty LTR 8 binding to Mot3 in S. cerevi- 
siae, 1879 
Tyl RNA-tRNA™ primer T and D re- 
gion interactions, 799 
Tyl transposition regulated by MAPK 
Fus3, 2502 
Retrovirus 
U5-IR stem-loop, 6859 
Rev3 protein 
role in S. cerevisiae translesion synthesis, 
960) 
Rev protein 
alternative splicing and nuclear export, 
3889 
Reverse transcription 
Tyl RNA+ttRNA™ primer T and D re- 
gion interactions, 799 
Rex-1] gene 
regulation by POU and Rox-! proteins, 
1866 
RFC2 gene 
role in S-phase checkpoint in yeast, 4914 
Rfc5 protein 
interaction with Rad24, 5485 
Rho protein 
mediation of cytoskeletal reorganization, 
5567 
regulation of AP-1 transcription, 4986 
role in cell spreading and focal adhesion 
biogenesis, 3044 
role in muscle differentiation, 1580 
RhoA protein 
role in GGTI-298 upregulation of 
p21" 6962 


RhoA-binding kinase « 
translocation and role of vimentin IFs, 
6325 
RhoE protein 
actin cytoskeleton arrangement and cell 
migration role, 4761 
RhoGDI protein 
association with a lipid kinase signaling 
complex, 762 
rhp6 gene 
function in mating-type silencing, 5511 
Ribosomal DNA 
minichromosome replication in T. ther- 
mophila, 3021 
replication origin in S. pombe, 7294 
transcription activated by RNA Pol I in 
yeast, 3752 
Ribosomal frameshifting 
role in Drosophila antizyme gene expres- 
sion, 1553 
Ribosomal shunt 
initiation of Sendai virus Y proteins, 5021 
Ribosome 
biosynthesis in S. cerevisiae and role of 
Dim Ip, 2360 
mitochondrial interaction with MRNA in 
yeast, 1826 
movement mediated by AAP, 7528 
Ribosome-binding region 
role in GCN2 dimerization, 2697 
Ribozyme 
mansoni, 3880 
Rif protein 
binding of S. cerevisiae telomeres, 5600 
RING finger 
role in PML cryptic transactivator func- 
tion, 4899 
RING finger protein 
SNURF and steroid receptor-mediated 
transcription, 5128 
RIP140 protein 
corepressor for TR2, 6745 
RMP protein 
interaction with RPB5S and HBx, 7546 
RNA 
alternative processing during B-cell matu- 
ration, 1042 
conserved regulatory sequences in 
3'UTRs, 7371 
induction of changes in R2 endonuclease, 
3455 
structure role in Tfl reverse transcription, 
6859 
U2 gene large tandem array chromosomal 
integration, 2262 
U4 dissociation by Snt309p, 2196 
RNA binding 
role of RRMs and zinc fingers, 685 
U2AF, 4004 
RNA binding domain 
effect on poly(A) polymerase processivity, 
5942 
RNA binding site 
vigilin, 3991 
RNA editing 
specificity for amber/W site and suppres- 
sion by HDAg, 1919 
I. brucei, 6014 
RNA helicase 
ATP-dependent Dbp6, 1855 
RNA polymerase I 
promotion of H/IS4 expression in S. cerevt- 
stae, 665 
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rDNA transcription activation via TBP- 
UAF interaction, 3752 
transcript expression of I-Ppol, 5809 
RNA polymerase II 
association with human cyclin K, 4291 
changes during initiation-elongation tran- 
sition, 5343 
complex with chromatin structure-modify- 
CTD interaction with nuclear matrix pro- 
tein, 2406 
holoenzyme interaction with Gen4p acti- 
vation domain, 1711 
interaction with EWS and hTAF,,68, 1489 
Med6-Srb4 interaction during transcrip- 
tion, 5364 
mitotic repression of transcription, 1467 
Ras- and GAP-dependent phosphoryla- 
tion, 6729 
reduction of S. cerevisiae MRNA levels, 
5771 
subunit 5 interaction with RMP, 7546 
subunit hsRPB4 interaction with hsRPB7 
and Pol II, 1935 
transcription inhibition by NER, 2668 
transcriptional initiation, elongation, and 
recycling, 2130 
RNA polymerase II holoenzyme 
transcription initiation, 4455 
RNA polymerase III 
factor TFIIIB-DNA complex architecture, 
1682 
TBP-associated factor BRF binding to 
rBP surface, 1692 
transcription initiation complex compo- 
nent Brf, 5587 
transcription of nucleosomal arrays, 4629 
RNA polymerase I-dependent promoter 
regulation by HBV X via Ras and TBP. 
7086 
RNA recognition element 
mediation of localization of bicoid 
mRNA, 3788 
RNA recognition motif 
role in CPEB RNA binding, 685 
role in CUS2 rescue of U2 function, 5000 
RNA recognition motif 2 
interaction with elF4G, 5 
RNA splicing enhancer 
resemblance to RSV splicing inhibitor 
element, 3103 
RNA stability 
link to signal transduction, 3956 
RNA unwindase 
complex formation with U5-220kD pro- 
tein, 6/96 
RNA-binding protein 
Bicaudal-C, 4855 
complementation of Apobec-1, 4426 
control of fission yeast differentiation, 4488 
RNA-DNA primer 
contact by RPA middle subunit, 6399 
RNase 
G3BP association with RasGAP, 3956 
RNase H 
cleavage site linkage to Tyl replication 
errors, 1094 
Roaz protein 
DNA recognition sites and protein inter- 
action domains, 6447 
Rough endoplasmic reticulum 
protein transport arrest by okadaic acid, 
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Rous sarcoma virus 
negative regulator of splicing, 3103 
Rox-1 protein 
regulation of Rex-/, 1866 
RPA protein 
interaction with Rad52, 4400 
Rpa2 protein 
contact of RNA-DNA primers in SV40 
chromosomes, 6399 
Rpd3 protein 
complex with Sin3, 5121 
rRNA 
5S gene transcription repression by his- 
tone H1, 3668 
dimethylase DimIp role in ribosome bio- 
synthesis, 2360 
nucleosomal gene binding to TFIIA in X. 
laevis, 1156 
precursor processing in S. cerevisiae, 1181 
RS domain 
presence in Sipl, 676 
role in U2AF RNA binding activity, 4004 
RSE] gene 
S. cerevisiae, 7139 


S phase 
checkpoint requirement for RFC2, 4914 
elimination of CDC6/Cdc18 from the nu- 
cleus, 2758 
roles of E2F-DP transcription factor and 
cyclin E, 141 
Saccharomyces cerevisiae 
plasmid stability, 7466 
5’ cap function, 665 
18S rRNA dimethylase DimIp, 2360 
Abf2 null mutation restoration by Yhm2, 
5712 


ADRI1-mediated transcriptional activation, 


5861 

AshI role in pseudohyphal growth, 2884 

Bub! kinase activation of spindle assem- 
bly checkpoint, 2738 

Cak1 role in Kin28 phosphorylation, 6365 

chromosomal DNA replication, 1296 

CNS1 gene, 7344 

cpr74 suppression by Cns1, 7353 

CTD kinases and repression, 1163 

damage tolerance pathway requirement 
for Rev3, 960 

DBF2 action through MOBI, 2100 

Dbp6 role in 60S-ribosomal-subunit as- 
sembly, 1855 

dominant-negative a-factor receptor mu- 
tants, 5981 

DSB repair, 2045 

EcoRI cleavage of DNA, 189! 

eIF2a kinase GCN2 dimerization, 2697 

eIF2a kinases PKR and GCN2, 2282 

eIF3 core complex interaction with eIFS, 
4935 

FKS2 expression control by PKC and cal- 
cineurin, 1013 

Fus3 regulation of Tyl retrotransposition, 
2502 

G protein-coupled a-factor receptor, 7205 

G, transcriptional repression induced by 
rapamycin, 4463 

Gen5 defect suppression by chromatin 
mutations, 1049 

glucose-signaling response, 2940 

heme signaling mechanism, 3819 

Hir proteins and gene silencing, 4793 

HMLa chromatin structure, 5392 


Hop! DNA-binding activities, 1424 

HSF and HSE, 6340 

Hsp70 regulation of Pdrl function, 1147 

IME] transcriptional activation, 1985 

importin a export from the nucleus, 6805 

interaction between mitochondrial ribo- 
somes and mRNA, 1826 

K* uptake conferred by glucose trans- 
porter changes, 926 

KEX2 mutations causing a Vma--like phe- 
notype, 1534 

Los! protein, 6374 

Macl- and Acel-regulated Cu uptake and 
detoxification, 2514 

coactivation of GCN4, 4971 

Med6-Srb4 interaction in Pol II transcrip- 
tion, 5364 

micro- and minisatellite DNA destabiliza- 
tion, 2779 

MMR protein role in heteroduplex forma- 
tion, 6525 

Mot! homology to human TAF-172, 1701 

Mot3 binding to Ty LTR 8, 1879 

mre11 role in DSB processing in mitosis 
and meiosis, 260 

mRNA capping apparatus, 5189 

mRNA level reduction by Pol II and SII, 
5771 

Msh2 and Msh6 ATPases, 7590 

mtDNA transactions in hypersuppressive 
petite mutants, 2976 

NDT80 and meiotic recombination check- 
point, 5750 

NLS in Nab2 poly(A)" RNA binding pro- 
tein, 1449 

nonhomologous end joining during 
REMI, 1736 

Nut! and Nut2 regulation of lacZ, 4707 

Oafl and Pip2 (Oaf2) proteins, 6560 

Pablp RRM2 interaction with elF4G, 51 

Pex19 protein role in peroxisome biogene- 
sis, 616 

Pho4 acidic activation domain, 5818 

PKR activation and antigrowth effects, 
7009 

Pol II transcription inhibition by NER, 
2668 

pol I-promoted H/S4 expression, 665 

polarity of CAG repeat tract changes, 
4597 

Polo-like kinase Cdc5, 7360 

poly(A) polymerase processivity, 5942 

poly(A) tail length control, 6548 

poly(A)-binding protein interaction with 
Pbp1, 7383 

prohibitin and mitochondrial inheritance 
components, 4043 

proteasome regulatory particle, 3149 

Prp39p and Prp42p in pre-mRNA splic- 
ing, 353 

RAD9 checkpoint control of recombina- 
tion, 1190 

Rap! enhancement of telomere forma- 
tion, 1284 

RbI2p complex with B-tubulin, 1757 

rDNA transcription activated by RNA Pol 
S752 

REB! transcriptional autoregulation, 4358 

regulation of Cln3-associated kinase activ- 
ity, 433 

Rfc5-Rad24 interaction in checkpoint 
pathways, 5485 

RPA interaction with Rad52, 4400 
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RSE] gene, pre-mRNA processing, and 
secretion, 7139 

Sbalp cochaperone of Hsp90, 3727 

Sen! role in snoRNA accumulation, 6885 

Sin] interaction with SWI-SNF complex, 
4157 

Sir3 N-terminal role in telomeric silenc- 
ing, 6110 

Ski6p, 60S subunit structure, and non- 
poly(A) mRNA, 2688 

Sld2 interaction with Dpb11, 6102 

Sm core complex interactions, 1956 

transcriptional regulation, 5970 

Snfl kinase connection of meiotic signal- 
ing pathways, 4548 

Snfl kinase regulating Mig! repressor 
phosphorylation, 6273 

snoRNA processing, 3376 

snoRNA and rRNA precursor processing, 
118] 

Spa2, polarity proteins, and morphogene- 
sis components, 4053 

spb8-2 mutant, 5062 

S-phase checkpoint and RFC2, 4914 

Ste6 vacuolar degradation, 779 

SWI-SNF complex role in transcriptional 
activation, 1774 

synthetic lethality of s/t and U2 snRNA 
mutations, 2055 

TAF 145 inhibitory domain and TFIIA 
binding to TBP, 1003 

telomere length, telomeric chromatin, and 
NMD pathway, 6121 

telomere-binding proteins Sir, Rif, and 
Cde13, 5600 

TFIIA-TBP role in cell cycle progression, 
2559 

TFINA mutational analysis, 420 

TFIIIC 55-kDa subunit, 3191 

TFIIIC subunit encoded by 7FC6, | 

thermotolerance and induction of hsp’s 
and trehalose, 30 

Tyl retrotransposition and hir-cac syn- 
ergy, 4783 

Tyl retrotransposon transposition, 1094, 
1105, 1115 

U3 snoRNA, 3431 

uracil permease phosphorylation and 
ubiquitination, 314 

Vam7, Vam3, and vacuolar protein traf- 
ficking, 5308 

V-ATPase V, and V,, domain reversible 
association, 7064 


SAP 155 protein 


interaction with U2AF in U2 snRNP re- 
cruitment, 4752 


Satellite DNA 


hammerhead ribozyme encoding in schis- 
tosomes, 3880 


S100B protein 


regulation of cell growth arrest and apo- 
ptosis, 4272 


SBAI gene 


Hsp90 cochaperone gene, 3727 


Schistosoma mansoni 


hammerhead ribozyme, 3880 


Schizosaccharomyces pombe 


Abp2 binding to ars3002, 1670 

cdeS5p conservation, 4097 

checkpoint control regulation by rad/2°, 
2721 

differentiation and RNA-binding protein 
Nrdl*, 4488 
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fnx! role in transition to G,, 5239 
kexin activation, 400 
mei4’ gene, 2118 
meiosis induced by mating-type proteins, 

7317 
rcd1” role in sexual development, 887 
rDNA replication origin, 7294 
replication checkpoint and Cde2 Tyr 
phosphorylation, 3782 
retrotransposon Tfl reverse transcription, 
6859 
retrotransposon Tf2 mobilization, 6839 
rhp6 function in mating-type silencing, 
5511 
Spel regulation of ade6-M26, 7575 

Schwann cell 
proliferation regulation by heregulin and 

forskolin, 6245 


Secretion 
defect in S. cerevisiae, 7139 
Selenium 
regulation of Se-GPx1 gene expression, 
2932 


Selenium-dependent glutathione peroxidase 
regulation by cytoplasmic mRNA decay, 
2932 
Sendai virus 
role in IRF-3 phosphorylation, 2986 
Y-protein initiation by a ribosomal shunt, 
5021 
Sequence 
direction of base mispairing in human 
oncogenes, 4659 
Serine 133 
phosphorylation in CREB stimulated by 
NGF, 1946 
Serine 167 
phosphorylation by pp% 
lation, 1978 
Serine-threonine kinase 
Akt (PKB) role in insulin-stimulated pro- 
tein synthesis, 3708 
ZIP kinase mediation of apoptosis, 1642 
Serpentine receptor 
gene regulation in D. discoideum, 5744 
Serpin 
leukocyte elastase inhibitor, 3612 
proteinase inhibitor 9 protection against 
apoptosis, 6387 
Serum amyloid A 
promoter binding to SAA-activating fac- 
tor, 7327 
Serum amyloid A-activating factor 
binding to the SAA promoter, 7327 
Serum response element 
pip92, 2272 
Sevenless receptor tyrosine kinase 
signaling and role of Disabled, 4844 
Sexual development 
role of red] in S. pombe, 887 
SF2a”’ protein 
human homolog of Drosophila Noisette, 
1835 
SH2 domain 
presence in SHP-1, 3838 
SH3 domain 
binding by CortBP1, 5838 
role in Ras-GAP control of cytoskeletal 
reorganization, 5567 
SH3 ligand 
role in transformation suppression by 
PTPIB, 250 


y*! and ER regu- 


She protein 
binding to Grb2, 2571 
role in arsenite activation of ERK, 5178 
role in PYV MT-mediated mammary tu- 
morigenesis, 2344 
role in Ret/ptc2 mitogenic signaling, 2298 
SHP-1 protein 
binding proteins and substrates in macro- 
phages, 3838 
Tyr-569 binding in c-Kit cytosolic domain, 
2089 
SHP-2 protein 
role in gp130 signaling and APP gene in- 
duction, 1525 
role in hematopoiesis and development in 
mice, 6075 
structural determinants of function and 
specificity, 161 
Shp2 tyrosine phosphatase 
binding to FRS2 in PC12 cell differentia- 
tion, 3966 
Signal transduction 
link to RNA stability, 3956 
Silent mating type locus 
HMLa chromatin structure, 5392 
Simian virus 40 
core origin assembly of T-antigen double 
hexamers, 2677 
RNA-DNA primer contact by RPA mid- 
dle subunit, 6399 
TAg interaction with hBRF and SNAP¢c, 
1331 
TAg J domain role in RB family protein 
inactivation, 1408 
TAg stabilization of TBP-TFIIA complex, 
3926 
Sin] protein 
interaction with SWI-SNF complex in 
yeast, 4157 
Sin3 protein 
complex with Rpd3 histone deacetylase, 
5121 
Single-stranded DNA 
binding by RPA, 4400 
binding by RPA domains, 7225 
Sip] protein 
role in pre-mRNA splicing. 676 
Sir protein 
binding of S. cerevisiae telomeres, 5600 
Sir3 protein 
N-terminal role in telomeric silencing, 
6110 
Site-specific recombination 
selective gene disruption in mouse ES 
cells, 3071 
Skeletal muscle 
role of p202 and MyoD in differentiation, 
1074 
Ski6 protein 
effect on 60S subunit structure and non- 
poly(A) mRNA, 2688 
SK-N-BE2(c) cell 
RARy, expression controlled by RARy,, 
6482 
Sid2 protein 
interaction with DpbI1 in DNA replica- 
tion, 6102 
Slim] gene 
regulation by HOX11, 7030 
Slow muscle fiber 
enhancer binding protein MusTRD1, 6641 
Slow myosin heavy chain 3 
atrial chamber-specific expression, 6023 


SUBJECT INDEX 


XXXVII 


sit gene 
mutation synthetic lethality with U2 
snRNA mutations, 2055 
Sm protein 
interactions in S. cerevisiae, 1956 
Small nuclear ribonucleoprotein 
succession by U6 snRNA at 5’ splice sites, 
7510 
Small nuclear RNA 
duplex with 5’ splice site, 6910 
misfolding and rescue of function by 
CUS2, 5000 
mutation synthetic lethality with yeast si 
mutations, 2055 
promoter transactivation by Staf domains, 
2650 
succession of UI snRNP at 5’ splice sites, 
7510 
U1 and U6 PSE interaction with Drosoph- 
ila PBP subunits, 1570 
U2 gene large tandem array chromosomal 
integration, 2262 
U4 dissociation by Snt309p, 2196 
Small nuclear RNA-activating protein com- 
plex 
interaction with SV40 TAg, 1331 
Small nucleolar RNA 
association with 55-kDa protein, 488 
box C/D conserved element-nuclear factor 
interaction, 1023 
host gene gas5, 6897 
location in SLA RNA locus in kinetoplas- 
tids, 4409 
non-protein-coding host gene, 4509 
precursor processing in S$. cerevisiae, 1181 
processing in S. cerevisiae, 3376 
Saccharomyces cerevisiae, 3431 
synthesis in S. cerevisiae, 6885 
Small T antigen 
interactions with PP2A, 
gene 
transcriptional regulation during meiotic 
development, 5970 
SMMHC protein 
fusion with PEBP2/CBFB, 4252 
Smooth muscle 
MHC interaction with CBFB and CBFa2, 
7432 
SMRT protein 
role in PR transcriptional activity, 1369 
SMRT-mSin3 corepressor 
transcriptional repression, 5500 
SNAP-25 protein 
similarity to Vam7, 5308 
SNAP. protein 
large subunit interaction with Oct-1, 368 
Snfl kinase 
connection of meiotic signaling pathways 
in yeast, 4548 
Snfl protein kinase 
regulation of Mig] repressor phosphoryla- 
tion, 6273 
snRNP 
association with tetratricopeptide repeat 
Prp proteins, 353 
protein-protein interactions, 6756 
recruitment to the branch site, 4752 
regulation of alternative polyadenylation, 
4977 
U2 and US interaction role in pre-mRNA 
splicing, 2055 
snRNP Sm D3 
intronic gene in Drosophila antizyme 
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gene, 1553 
Snt309 protein 
interaction with Prp19p and spliceosome 
association, 2196 
SNURF protein 
coregulating steroid receptor-mediated 
transcription, 5128 
SNX protein 
association with receptors, 7278 
Sodium salicylate 
p38 MAPK activation and role in NF-KB 
activation, 78 
Sorting nexin 
association with receptors, 7278 
Sos! protein 
roles of Dbl and pleckstrin homology do- 
mains, 771 
SOX9 protein 
interaction with SF-1, 6653 
Sp! protein 
activation of FN expression in EC cells, 
3010 
activation of HIV-1 promoter, 3234 
activation of human leukosialin gene, 
5492 
cyclin D1 promoter activity inhibition, 
3212 
functional interference with NF-«B, 1266 
interaction with PML, 7147 
role in GGTI-298 upregulation of 
21" IPI 6962 
role in IL-6-specific C/EBP6 activation, 
2108 
role in Werner helicase gene transcrip- 
tion, 6191 
Spa2 protein 
polarity protein and morphogenesis signal 
interaction, 4053 
spb8-2 gene 
role in mRNA decapping, 5062 
Spel protein 
regulation of ade6-M26, 7575 
B-Spectrin 
promoter prevention of B-globin gene si- 
lencing, 6634 
Sperm 
B-globin gene chromatin structure, 3350 
Spindle 
cell cycle checkpoint and mutant p53, 
6224 
Spindle assembly 
checkpoint activation by S. cerevisiae 
BubIp kinase, 2738 
Spindle disruption 
role of p53 postmitotic checkpoint, 1055 
Spleen 
development and role of Aldh/, 7030 
Splice site 
enhancer-mediated regulation, 343 
Spliced leader-associated RNA 
snoRNAs in kinetoplastid protozoans, 
4409 
Spliceosome 
assembly and HIV-1 fat exon 3 ESS, 5404 
association with cyclin E, 4526 
association with Snt309p, 2196 
Splicing enhancer 
cardiac troponin T gene, 4519 
Splicing factor 
heterodimeric U2AF subunit interaction, 
1765 
Splicing inhibitor element 
RSV, 3103 


Sporulation 
gene expression regulation in S. cerevisiae, 
5750 
SR splicing factor 
SRp46, 4924 
Srb4 protein 
interaction with Med6 in Pol II transcrip- 
tion, 5364 
Srb10-Srb11 kinase 
relationship with CTDK-I and Ssn6-Tup1, 
1163 
v-sre gene 
cellular transformation and role of Stat3, 
2553 
Sre protein 
activation at G,/G, transition, 2014 
activation of Stat3, 2545 
interaction with ASAP 1, 7038 
role in BPDGFR-induced mitogenesis, 
2014 
c-Sre protein 
initiation of tyrosine phosphorylation, 
2571 
phosphorylation of p190 RhoGAP at Tyr 
1105, 7052 
Sre tyrosine kinase 
inhibition by RACK], 3245 
SRp20 protein 
regulation of alternative polyadenylation, 
4977 
SRp46 protein 
human SR splicing factor, 4924 
SRp54 protein 
mediation of intron bridging, 5425 
SRY protein 
relation to SOX9, 6653 
Ssn6-Tup! protein 
relationship with Srb10-Srb1i1 kinase and 
CTDK-I, 1163 
SSRP1/PREIIBF protein 
activation of human e-globin gene, 2617 
Staf protein 
domains for snRNA-type and mRNA pro- 
moter activation, 2650 
STAT protein 
v-Abl-induced activation and proliferation, 
6795 
p27“?! expression and lymphocyte prolif- 
eration role, 1996 
Stat3 protein 
activation by Sre and cell transformation 
role, 2545 
role in IL-6-specific C/EBP% activation, 
2108 
Stat5 protein 
dimerization and GR association in mam- 
mary cells, 1783 
mutant promoting cell proliferation, 
STATSA protein 
interaction with CIS gene promoter 
STATSB protein 
biochemical difference from STATSA, 5 
Stat6 protein 
interaction with NF-«B, 3395 
Ste6 protein 
vacuolar degradation in S. cerevisiae 
STEI1 protein 
osmostress-induced activation, 5788 
STESO protein 
role in MAPKKK activation, 5788 
Steroid hormone receptor 
interaction with HMG-1/2, 4471 
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Steroid receptor 
mediation of transcription, 5128 
Steroidogenic factor | 
interaction with SOX9, 6653 
recruitment of N-CoR by DAX-1, 2949 
Stress kinase 
activation desensitization by anisomycin, 
1844 
Stromal cell 
interactions with pre-B cells and adipo- 
genesis, 5247 
Subcellular compartment 
targeting by HEF! forms, 3540 
Suppressor tRNA? 
differential expression of genes in C. el- 
egans, 703 
SURI protein 
physical association with Kir6.2 and K 
channel effect, 1652 
SUR-5 protein 
regulation of LET-60 Ras activity, 4556 
Survival signaling 
IGF-I and role of Akt and PI 3-kinase, 6711 
Swi4 protein 
influence on lacZ reporter gene in yeast, 
4707 
Swi5 protein 
mediation of Pho2 DNA binding, 6436 
SWI/SNF complex 
composition by p270, 3596 
interaction with yeast Sinl, 4157 
role in transcriptional activation in yeast, 
1774 
Syk family kinase 
differential coupling to TCR, 1388 
Syk protein tyrosine kinase 
role in Fey receptor signaling, 4209 
Synaptonemal complex 
component Hop! DNA-binding activities 
in S. cerevisiae, 1424 
Syntaxin 
homology to Vam3, 5308 


t(8:21) 
targeting of ETO in acute leukemia, 7176 
T antigen 
assembly of double hexamers on SV40 
core origin, 2677 
T cell 
costimulation regulated by IkB degrada- 
tion, 3140 
EGR3 expression, 7157 
HOX11 regulation of Aldh/ and Slim/, 
7030 
IkBB expression in transgenic mice, 477 
protein tyrosine phosphatase substrates, 
1622 
Rho regulation of AP-1 transcription, 4986 
role of NF-«B in immune responses, 477 
stress-induced Fas ligand expression, 5414 
Syk family kinase and TCR signaling, 
1388 
t(8:21) fusion protein 
repression of MDRI promoter transcrip- 
tion repression, 3604 
TI gene 
GATA-dependent expression in mast 
cells, 5320 
T lymphocyte 
CDS signaling via PI 3-kinase, Vav, and 
Racl, 1725 
integrin-mediated spreading and adhesion, 
3936 
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p130 deficiency and p107 and pRB com- 
pensation, 206 
(8:21) translocation 
functions of fusion product AML-1-ETO, 
309 
TAF protein 
binding by Adf-1 Myb-like motif, 2252 
TAF 145 protein 
inhibitory domain binding to TBP, 1003 
TAF-172 protein 
human homolog of yeast Mot!, 1701 
TAF,,130 protein 
subdomain role in activator interaction, 
5734 
TAF,, 150 protein 
presence in TFIID complex, 6571 
TALI protein 
synergy with LMO to induce RALDH2 
expression, 6939 
Tandem repeat 
role in DSB repair in S. cerevisiae, 2045 
Target-primed reverse transcription 
effect on R2 endonuclease, 3455 
fat gene 
exon 3 ESS role in spliceosome assembly, 
5404 
TATA box 
interaction with TFIID blocked by Even- 
skipped, 3771 
TATA element 
stabilization of TBP-TFILA complex, 3926 
TATA-binding protein 
association with TFIIA in S. cerevisiae, 
2559 
binding by Even-skipped, 3771 
binding by TAF145 and TFIIA, 1003 
binding to TBP-associated factor Brf, 
1692 
complex with TFIIA, 3926 
discrimination between DNA lesions, 
3907 
interaction with UAF in rDNA transcrip- 
tion, 3752 
role in X regulation of Pol I-dependent 
promoters, 7086 
role in Pol II transcription, 1692 
TATA-containing polymerase III promoter 
transcriptional activation by SV40 TAg 
interactions, 1331 
Tat-SF1 protein 
homology to CUS2, 5000 
791 protein 
cooperation with 7138 in DNA binding, 
795 protein 
subcomplex with TFIIIC 55-kDa subunit, 
3191 
7138 protein 
cooperation with 791 in DNA binding, | 
Tax protein 
DNA binding for CBP recruitment to the 
HTLV-1! promoter, 721 
induction of NF-«B via IKKa and IKKB8 
activation, 5157 
interactions with CBP and p300, 2392 
recruitment of CBP/p300, 5052 
role in cell cycle progression, 3620 
Tbx2 protein 
repression of the TRP-1 promoter, 5099 
T-cell acute lymphoblastic leukemia 
TALI-LMO synergy and RALDH2 ex- 
pression, 6939 
T-cell antigen receptor 
initiation of NF-KB regulation of IL-2 ex- 


pression, 3140 
T-cell factor | 
HMG DNA binding domains, 4819 
T-cell receptor 
a-enhancer chromatin access, 3223 
differential coupling to Syk family kinases. 
1388 
Lek role in function, 2855 
T-cell signaling 
enhancement in c-Cbl-deficient mice, 4872 
Tef-3 and Tcf-4 proteins 
Wnt/B-catenin signaling role in mouse 
embryogenesis, 1248 
Tecf/Lef protein 
transcriptional activation by Wnt-I in 
Rat-1 cells, 2474 
T-DNA 
IR transgene methylation and silencing, 
6165 
Telomerase 
activity in P. falciparum, 919 
K. lactis, 4961 
Telomerase-associated nuclease 
flexible positioning and nontelomeric 
DNA elimination, 1544 
Telomere 
addition to telomeric and nontelomeric 
sequences, 919 
binding by Sir, Rif, and Cdel3, 5600 
formation enhancement by Rap! C termi- 
nus, 1284 
length regulation and chromatin and the 
NMD pathway, 6121 
silencing enhanced by Sir3 N terminus, 
6110 
variation in X. laevis, 269 
Telomere binding protein 
Rap! enhancement of telomere forma- 
tion, 1284 
Temperature 
requirements of HSF, 6340 
Templating domain 
K. lactis telomerase, 4961 
TET protein family 
EWS and hTAF,,68 interaction with 
TFIID and Pol II, 1489 
Tetracycline 
regulation of amber codon suppression, 
4418 
Tetrahymena thermophila 
rDNA minichromosome replication, 3021 
Fetramerization 
Groucho and transcriptional repression, 
7259 
Tetratricopeptide repeat 
Prp39p and Prp42 role in pre-mRNA 
splicing, 353 
Tfl retrotransposon 
reverse transcription, 6859 
Tf2 retrotransposon 
mobilization in S$. pombe, 6839 
TFC6 gene 
encoding of yeast TFIIIC subunit, | 
TFC7 gene 
encoder of TFIIIC 55-kDa subunit, 3191 
TGCATG repeat 
role in fibronectin EHIB exon alternative 
splicing, 3900 
T-helper lymphocyte 
IL-9 induction of adseverin (D5) and ad- 
severin, 4589 
Thioredoxin reductase 
mediation of cell death effects of IFN- 
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RA, 6493 
Threonine 
PKA position 197 phosphorylation by a 
PKA kinase, 1416 
Thrombopoietin 
induction of megakaryocytic differentia- 
tion, 4282 
Thymic lymphoma 
p53 deficiency and V(D)J recombination, 
3495 
rhyroid transcription factor | 
role in calcium homeostasis, 7410 
TIC protein 
mediation of TFIID complex core pro- 
moter selectivity, 6571 
Tie2 protein 
activation of PI3-kinase and Akt, 4131 
TIFIB protein 
interaction with C/EBPB and GR, 5880 
TIF2 protein 
NR box role in nuclear hormone receptor 
interactions, 6001 
TIM protein 
influences of light and heat on expression 
2004 
positive regulator in D. melanogaster, 6142 
Tim17 protein 
interaction with Tim23p hydrophobic do- 
main, 178 
Tim23 protein 
hydrophobic domain interaction with 
Tim17p, 178 
Tissue hyperplasia 
presence in c-Cbl-deficient mice, 4872 
TOM complex 
dynamics during preprotein binding and 
translocation, 5256 
TOM22 protein 
precursor protein import into mitochon- 
dria, 3173 
Tomato 
HsfA2 interaction with HsfA1, 2240 
Tooth 
selective agenesis and MSX7/ haploinsuffi- 
ciency, 6044 
TOR protein 
signaling pathway disrupted by rapamycin. 
4463 
Toxoplasma gondii 
stage-specific gene isolation with HXG- 
PRT, 807 
protein 
corepressor for RIP140, 6745 
trans splicing 
role of a-tubulin 5'UTR in T. brucei, 4620 
Transactivation domain 
requirements of HSF, 6340 
Transactivation potential 
role of virus-induced phosphorylation of 
IRF-3, 2986 
Transcription factor 
binding effect on core histone acetylation, 
6293 
cooperation role in TCR Ea chromatin 
access, 3223 
embryo-expressed Rex-/ product, 1866 
role in chromosomal DNA replication, 
1296 
Transcription factor ILA 
association with TBP in S. cerevisiae, 2559 
binding to nucleosomal X. laevis 5S rRNA 
genes, 1156 
binding to TBP, 1003 
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complex with TBP, 3926 
mediation of TFIID complex core pro- 
moter selectivity, 6571 
Transcription factor IIB 
relation to Brf, 5587 
role in SMRT-mSin3 corepressor tran- 
scriptional repression, 5500 
targeting by HBV pX, 1562 
Transcription factor IIB-related factor 
interaction with SV40 TAg, 1331 
Transcription factor IID 
complex core promoter selectivity, 6571 
interaction with Gen4p activation domain, 
1711 
interaction with TATA box blocked by 
Even-skipped, 3771 
role in ADR1-mediated transcriptional 
activation, 5861 
role in HIV-1 promoter activation by 
NF-«B and Spl, 3234 
role in initiator function, 233 
subunit interaction with EWS and 
hTAF,,68, 1489 
Transcription factor 
role in Pol II initiation, elongation, and 
recycling, 2130 
Transcription factor [1H 
association with cdk7 kinase activity, 1467 
repression of transcriptional activity, 1467 
role in NER inhibition of Pol IL transcrip- 
tion, 2668 
Transcription factor II-I 
c-fos activation via upstream element in- 
teractions, 3310 
regulation of VB promoter activity, 4444 
Transcription factor IIIA 
cis-element and chromatin role in tran- 
scription, 3811 
hydrophobic segment role in activity in S. 
cerevisiae, 420 
Transcription factor IIIB 
architecture of complex with DNA, 1682 
Transcription factor IC 
chimeric subunit subcomplex with 795, 
3191 
subunit 791 cooperation with 7138, 1 
Transcription initiation 
role of RNA polymerase II holoenzyme, 
4455 
Transcription termination 
role of poly(A), 276 
Transcriptional autoregulation 
REB1, 4358 
Transcriptional repression 
induction by rapamycin in yeast, 4463 
Transcriptional silencing 
definition by receptor-corepressor interac- 
tions, 5724 
inverted T-DNA repeat transgenes, 6165 
Transcription-repair coupling 
mutagenic O°-methylguanine lesion, 1660 
Transformation 


transformer and transformer-2 genes 
regulation of fruitless splicing, 450 

Transforming growth factor a 
autoregulatory element, 303 

Transforming growth factor B 
requirement for NF-«B activity, 110 
role in GGTI-298 upregulation of 

244 6962 


stimulation of HIV-1 enhancer, 110 


Transforming growth factor B receptor 
interaction with Ba, 6595 
Transgene 
expression in D. melanogaster, 2382 
position-dependent methylation and si- 
lencing, 6165 
Transgenic mouse 
farnesyltransferase inhibitor-induced tu- 
mor regression, 85 
silencing of human B-g!obin gene, 6634 
Translation initiation factor 2 kinase 
GCN2 dimerization, 2697 
Translational accuracy 
role of Mof2/Suil, 1506 
Translesion synthesis 
role of Rev3 DNA polymerase in S. cer- 
evisiae, 960 
Translocase 
mitochondrial inner membrane, 178 
Translocation 
RAD9 checkpoint-reduced stimulation by 
DNA damage, 1190 
Transmembrane domain 6 
polar region regulation of a-factor recep- 
tor, 7205 
Transmembrane segment 
extracellular-end location of a-factor mu- 
tations, 5981 
Transportin 
nuclear import pathway conservation, 
4141 
Transposition 
RNase H cleavage site-linked Ty! replica- 
tion errors, 1094 
role of Tyl integrase NLS, 1115 
Transposon 
Ds-like Ascot-1, 4337 
Trehalose 
induction by proteasome inhibitors, 30 
role with hsp’s in S. cerevisiae thermotol- 
erance, 30 
Trinucleotide 
alterations in glucose transporters in S. 
cerevisiae, 926 
Triosephosphate isomerase 
nonsense-mediated MRNA decay, 5272 
Triphosphatase 
interactions with guanylyltransferase, 5189 
tRNA 
editing in P. polycephalum and D. nigripes, 
7521 
initiator-elongator discrimination in verte- 
brates, 1459 
nucleocytoplasmic transport factor Los1, 
6374 
tRNA precursor 


3’ processing affected by La antigen phos- 
phoprotein, 3201 
tRNA" 
primer T and D region interaction with 
Tyl RNA, 799 
tRNA CN) 


precursor processing and mtDNA position 
7445 mutation, 5868 
tRNA'? 
differential expression of suppressor 
genes, 703 
TRP-1 protein 
repression by Tbhx2, 5099 
TRPI and TRP2 promoters 
activity regulation by cis-acting elements 
and cAMP, 694 
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Trypanosoma brucei 
capping enzyme structure, 4612 
gBP21 association with RNA editing com- 
plexes, 6014 
5643 
trans splicing, 4620 
VSG expression site switching, 198 
Trypanosoma cruzi 
Ca** content and acidosomal calcium 
pump expression, 2309 
snoRNAs from SLA RNA locus, 4409 
Trypanosome 
metacyclic VSG gene promoter, 1137 
a-Tubulin 
5’UTR role in trans splicing in T. brucei, 
4620 
al-Tubulin 
mRNA decay in C. reinhardtii, 1498 
6-Tubulin 
complex with RbI2p, 1757 
‘Tumor 
source of p53, 3735 
specificity of PAX3-FKHR, 4118 
Tumor cell 
hypoxia and proliferation-survival deci- 
sions, 2845 
Tumor formation 
promotion by ATF2 and v-Jun, 7020 
Tumor necrosis factor 
induction of IkBa phosphorylation and 
degradation, 78 
Tumor necrosis factor alpha 
autocrine-inhibited transcription, 5678 
gene regulation by C/EBPB and c-Jun in- 
teraction, 2815 
induction of FIP-2, 1601 
mediation of apoptosis, 6353 


Tumor necrosis factor receptor-associated 


factor 
binding by Ox40 and 4-1BB, 558 
LMP! PXOXT motif interaction and 
EGER expression role, 2835 


Tumor necrosis factor-nerve growth factor 


subfamily 
Ox40 and 4-1BB TRAF binding and 
NF-«B induction, 558 


Tumor regression 


induction by farnesyltransferase inhibitor, 
85 


Tumor suppressor 


p53 induction of GADD45, 2768 


Tumorigenesis 


mammary cell, 2344 


p53 and p21 role in Atm” mice, 4385 


Two-dimensional gel assay 


use in DHFR origin mapping, 39 


Tyl retrotransposition 


stimulation by /ir-cac synergy, 4783 


Ty retrotransposon 


LTR 6 binding to Mot3 in S. cerevisiae, 
1879 


Ty! retrotransposon 


integrase NLS required for transposition, 
1105, 1115 

replication errors linked to RNase H 
cleavage sites, 1094 

RNA interactions with tRNA™* primer T 
and D regions, 799 

transposition regulation by MAPK Fus3, 
2502 


Tyrosine 


role in Be regulation of GM-CSF signal- 
ing, 742 
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Tyrosine 569 
binding by SHP-1 in c-Kit juxtamembrane 
domain, 2089 
Tyrosine 1101 
role in Tie2 activity, 4131 
Tyrosine 1105 
p-Tyr mediator of complex formation, 
7052 
Tyrosine kinase 
ErbB network with neuregulins, 6090 
Fer involvement in cell adhesion, 5762 
NPM-ALK usage of PLC-y in mitogenic- 
ity, 6951 
Tyrosine phosphorylation 
Cde2 and role in S. pombe replication 
checkpoint, 3782 
initiation by c-Sre and FAK, 257] 


UI small nuclear ribonucleoprotein 


succession by U6 snRNA at 5’ splice sites, 


7510 
J] small nuclear RNA 
duplex with 5’ splice site, 6910 
UI snRNP 
association with tetratricopeptide repeat 
Prp proteins, 353 
regulation of alternative polyadenylation, 
4977 
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U1 and U6 small nuclear RNA gene 
PSE interaction with D. melanogaster PBP 
subunits, 1570 
U2 small nuclear RNA 
gene large tandem array chromosomal 
integration, 2262 
misfolding and rescue of function by 
CUS2, 5000 


mutation synthetic lethality with yeast s/f 
mutations, 2055 
2 snRNP 
association with SF2a"’ (homolog, Noi- 
sette), 1835 
recruitment to the branch site, 4752 
J2 and US snRNP 
interaction role in pre-mRNA splicing, 
2055 
U2AF protein 
interaction with SAP 155 in U2 snRNP 
recruitment, 4752 
RNA binding activity, 4004 
subunit interaction, 1765 
J3 small nucleolar RNA 
association with 55-kDa protein, 488 
Saccharomyces cerevisiae, 3431 
U4 small nuclear RNA 
dissociation by Snt309p, 2196 
US snRNP 
protein-protein interactions, 6756 
U5-IR stem-loop 
similarity to RNA form in Tfl reverse 
transcription, 6859 
U5-220kD protein (hPrp8) 
complex with U5-specific proteins, 6756 
U6 small nuclear RNA 
succession of UI snRNP at 5’ splice sites, 
7510 
U17 small nucleolar RNA 
non-protein-coding host gene, 4509 
UI8 small nucleolar RNA 
processing in S. cerevisiae, 3376 
UASp1 protein 
binding to Pho4, 2629 
UASp2 protein 
transactivation by Pho4, 2629 
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Ubiquitin 
mediation of MyoD degradation, 5670 
Ubiquitination 
triggering by PKC activation, 839 
yeast uracil permease, 314 
Ubiquitin-conjugating enzyme 
UEV-1 role in HT-29-M6 differentiation 
and cell cycle, 576 
Ubiquitin-proteasome pathway 
regulation of HSF2, 5091 
role in PKC activation and degradation, 
839 
role in Ste6 degradation in yeast, 779 
UEV-1 protein 
role in HT-29-M6 cell differentiation and 
cell cycle, 576 
UGA codon 
role in decay of cytoplasmic mRNA, 2932 
Unfolded-protein response 
regulation by Ptc2 via Irel kinase dephos- 
phorylation, 1967 
Upstream activation factor 
interaction with TBP in rDNA transcrip- 
tion, 3752 
Upstream activator 
stepwise recruitment of PIC components, 
2876 
Upstream element 
interactions with TFII-I, 3310 
Uracil permease 
endocytosis, phosphorylation, and ubig- 
uitination, 314 
Urokinase-type plasminogen activator 
cAMP-responsive enhancer, 4698 
UV induction via the JNK signaling path- 
way, 4537 
USA protein 
role in HIV-1 promoter activation by 
NF-«B and Sp1, 3234 
Ustilago maydis 
bE and bW mating and pathogenicity 
genes, 221 
UV 
damage of DNA and XP group E cells, 
4391 
UV irradiation 
uPA gene induction, 4537 
UV light 
role in elevation of p2 
1400 
UV-DDB protein 
role in XP-E DNA repair defect, 3182 


Wat! 
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V, and V, domains 
reversible association in yeast vacuolar 
H’-ATPase, 7064 
Vaccinia virus 
E3 inhibition of PKR, 7304 
Vacuolar degradation 
S. cerevisiae Ste6, 779 
Vacuolar H’ -ATPase 
V, and V,, domain reversible association, 
7064 
Vacuole 
acidification and role of Kex2, 1534 
protein trafficking in S. cerevisiae, 5308 
Vam7 and Vam3 proteins 
function in yeast vacuolar protein traffick- 
ing, 5308 
Vanadate 
role in p expression-involved regu- 
latory system, 1400 
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Variant surface glycoprotein 


activity in trypanosomes and role of life 
cycle stage, 1137 
expression site switching in T. brucei, 198 


Vascular endothelial growth factor 


IRES role in mRNA translation initiation, 
6178 

mRNA translation by internal ribosome 
entry, 3112 


Vav protein 


role in CD5 signaling, 1725 


VB promoter 


regulation by TFII-I via Inr, 4444 


V(D)J recombination 


12/23 


23 rule enforcement at the double- 
hairpin step, 6408 
coordinated cleavage, 4679 
implications of DNA-PK activation fail- 
ure, 6853 
parallels with Ascot-]-generated excision 
footprints, 4337 
role in p53-deficient thymic lymphoma, 
3495 
role of nonhairpin coding ends, 2029 
role of RAG-RSS interaction, 655 
roles of RAG! and RAG2, 4659 
Ventral repression region 
role in Dorsal-mediated repression, 6584 
Vertebrate 
initiator-elongator discrimination in 
tRNAs, 1459 
p23 homology to yeast Sbalp, 
RADS52 deficiency, 6430 
Vesicular transport 
Yptl GTPase function, 827 
V,,-DJ recombination 
role of germ line transcription, 6253 
Vigilin 
RNA binding site, 3991 
Vimentin 
intermediate filament network collapse, 


6325 


2997 


Virus 
oncoprotein discrimination between p53 
and p73, 6316 
Vitamin D 
induction targeting of HoxA/0, 1911 
Vitamin D, receptor 
target genes in myeloid cell differentia- 
tion, 1911 
Vitamin D receptor-like element 
role in slow MyHC 3 gene expression, 
6023 
Vma -like phenotype 
causation by KEX2 mutations in yeast, 


1534 
von Hippel-Lindau tumor suppressor pro- 
tein 
regulation of hypoxia-inducible mRNAs, 
734 
VPI6C protein 
transcriptional activation, 4023 
Vulva 


induction in C. elegans, 4556 
WD repeat 
presence in HIRA, 5546 
WD40 domain 
mutation blockage of Eed interaction with 
Ezh2, 5634 
WD-40 repeat 
phosphatase 2A subunit Ba, 6595 
protein complex formation with US5- 
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220kD protein, 6756 
WEHI231 cell 
IxBa proteolytic pathway, 19 
Werner helicase 
Spl-mediated transcription, 6191 
Wat-1 protein 
induction of B-catenin and Tcf/Lef tran- 
scription, 2474 
influence on LEF-1 transcriptional regula- 
tion, 4807 
Wnt/B-catenin 
signaling in mouse embryogenesis and Tcf 
protein role, 1248 
WRN gene 
promoter activity regulation, 6191 
WTI protein 
induction of GADD45, 2768 


X protein 
regulation of RNA Pol I-dependent pro- 
moters, 7086 
transactivation counteracted by RMP, 
7546 
X-associated protein 2 
transcriptional enhancer activity, 978 
Xenopus laevis 
EDEN role in deadenylation, 6879 
embryo axis formation inhibition by Axil, 
2867 
HSP90 interaction with HSF1, 4949 
mRNA deadenylation directed by 
AUUUA sequences, 7537 


nucleosomal 5S rRNA gene binding to 
TFIIA, 1156 
oocyte 5S rDNA transcription repression 
by histone H1, 3668 
oocyte maturation and 5’ cap mRNA 
modifications, 6152 
Pix1 roles in mitosis, 4262 
SHP-2 function and specificity in meso- 
derm induction, 161 
telomere variation, 269 
TFIHIA gene transcription, 3811 
Xeroderma pigmentosum group E 
DNA repair defect relation to UV-DDB 
and RPA, 3182 
p48 defect, 4391 
XRCCI1 protein 
association with PARP, 3563 


Y protein 
initiation by a ribosomal shunt, 5021 
YA protein 
functional dissection, 188 
interactions with lamin and otefin, 4315 
Yarrowia lipolytica 
protein exit from the ER and peroxisome 
biogenesis, 2789 
Yhm2 protein 
restoration of Abf2 null mutation, 5712 
YPTI protein 
GEF-binding regions, 7444 
GTP hydrolysis in function in vesicular 
transport, 827 
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YY 1-binding element 
role in mouse histone gene expression, 7106 


ZAP-70 protein 
role in TCR signaling, 1388 
role in tissue hyperplasia and T-cell sig- 
naling, 4872 
ZAP-70/Syk protein 
role in Lek-influenced TCR function, 
2855 
Zellweger syndrome 
group III pathogenic gene PEX/]2, 4324 
Zinc cluster 
asymmetric binding of regulator in asco- 
mycetes, 1339 
Zinc finger 
role in CPEB RNA binding, 685 
Zinc finger protein 
GATA4-Csx/Nkx2.5 association and ANF 
expression role, 3120 
Mot3 binding to Ty LTR 8 in S. cerevi- 
siae, 1879 
Roaz DNA recognition sites and interac- 
tion domains, 6447 
SAFs, 7327 
Swi5 mediation of Pho2 DNA binding, 
6436 
Zinc finger-homeodomain transcription fac- 
tor 
AREBB#, 10 
ZIP kinase 
mediation of apoptosis, 1642 
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